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Abstract

Phylogeographical patterns of many animals, including small mammals,
birds, and invertebrates, have been well established in Taiwan. In this research, we
study the phylogeographical pattern of the genus Neolucanus, a group of Lucanidae.
Stag beetles in genus Neolucanus show low dispersal ability and use specific
ecological habits. The taxonomy of the stag beetles Neolucanus species complex from
Taiwan was unclear due to its highly variation morphology. The phylogeny of these
species was reconstructed using all known species of Neolucanus in Taiwan and
molecular data from the partial sequences of mtDNA CO1 gene. Based on the
topology of phylogenetic tree, the taxonomical pattern was conflicted with
phylogenetic relationship on the molecular level. Several taxonomical valid species
shared exactly the same haplotype of the partial mtDNA CO1 gene. For instance, the
most widespread species, Neolucanus swinhoei shared the common haplotype with
Neolucanus doro. The result implicates that the taxonomic groups may not be
equivalent to genetic groups within Neolucanus. In the article, we plan to unravel the
conflict between taxonomic and genetic pattern of Neolucanus in Taiwan, and build
up a comprehensive phylogenetic pattern of Neolucanus in Taiwan. After this study,
an authentic phylogeographical pattern of the Neolucanus stag beetle will be

established.
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Al I BRI FEN 0 A e BHREEFE S BT ERE
“& (Mizunuma and Nagai, 1994; Fujita, 2010) (B = B) - & A FIA=4K) 5 8 5

¢ RS BT A P ER4K )84 (Neolucanus sinicus (Saunders, 1854)) 4 4
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% 7  (Neolucanus sinicus taiwanus Mizunuma, 1994) (Mizunuma and Nagai,
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A F 272 % (Robert Swinhoe, 1836-1877) 1§ i= & RS K &4 % 0 77 f @
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¥ - I fAF ¢ <k Fx4RA) 8 (Neolucanus doro horaguchii Nagai, 2001)
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» 11 Genemark Genomic DNA Extraction Kit (GENEMARK Technology
Co., Ltd.) % B~ % it genomic DNA- if B~ 2_ 4~ 3 &3z (genetic marker) % #-
“14 DNACO1l AF P EKE 7 £ 657 bp R &psi4y & & (Polymerase Chain
Reaction, PCR) & * 2_31 3 5 CO1 primer Lco/Hco (% - A) ( Folmer et al.,
1994) - #2548 DNA COL AR 7|5 2475 A 5 2 i & 4 Fls
 DNA 22 i@ §/7 7 %¥ipa ¢ b it ouf B43s (genetic marker) - ¢

st DNA Fla#Z B2 o4 FIMEN R AT FREF R SRR I
AR ATGS S5 3 10 B> aad @S e Lmgh Gy g

o REFAATLLRE L AT T LEEE RS ERGEEE 2 A

# 3 3 (Avise, 1975, 2000 )

REPF 4 F B (PCR) 11 5 P43 DNA 5 H4r i (7 o R4 50ul ehx
B ® > 4er 1 plDNA Bk » 5 pl 10X 8302 ~ 4 pl = A2 § PP i
(deoxyribonucleotide triphosphate, dNTP, ik & & 2.5 uM) ~ 0.5ul 2 732 5 5 (BSA,
100 X) ~ 0.5 pl z_ 423+ 73 7% (MgClp, 25 uM)~ 0.5 ul 2. CO1 =+ {g =531 (primer,
KR E S 10uM) o Ecfi e > 0.05ul 2 K &% (Tag polymersae) & 37.95ul 2
B> %ok o PCR 254 5 ¢ % A f2 (predenature) >+ 94 C 1 ~ 4594 C Al jz
(denature) 30 #; 45 C # & (annealing) 30 #y 72 C £ & (extension) 1 4 4 °
B 40 BREMFEHF BB HREALY T2°C RBuL 10 A4 T
ABIPRISM™ 377 p # % & th (Perkin Elmer, USA) % = DNA 2z % f - % A %%
£ 2 ClustalX (Larkin et al., 2007) 2 2 BioEdit (Hall, 1999) #{ = DNA & 7
AR FERVH TF K,ért @ f~ 51+ (forward region and reverse region) >
¥ f1* DAMBE (Xia and Xie, 2001) & {7 F A ;8 3k 0 2 @& * & 47 #5048

MEGA 5.03 (Kumar et al., 2008) i& {74=# M M o 47 » %FF B g4p2 ¥



248 2L 717 % 8 (haplotype network)> ¢ TCS 1.21 (Clement et al., 2000) :& i~

SEES R

= RGN R SR

* 3 g 2 PCR 51 % FRe %4 DNA CO1 universal 31+ B 7
(Lco/Hco) #i+& 657 bp » ¥ iz Genbank # &2 4 {7 £ (Damaster mirabilissimus)
MDNA B 7] F 3 > k3 g3l + COL primer 1900F / 2770R (# - B) » # &
& £ 750 bp - Damaster mirabilissimus # {7 &k 448 DNA E 7|3t 2012 £ (25 =
& (Wan et al., 2012) » Bt = 5 MIDNA COL kT 51| 02 5 4o 2 305 W 14 4
Z¥V IR e

PN SR

1 MM a2 £22

% * MEGA 5.03 (Kumar et al., 2008) :& {7 4 # & = FIf24 ) 2T %
FLGM T AT 0 S AT 8 % @ 45 % FRAR ) A~ £ B IR B i SRR
A RFIRRgA /R BB 3 EARATFE VU A LEL TAEZ
% ¢ F 1247 4 (Neolucanus insularis Miwa, 1929) 2 ¢ B < [ 4fiE & /4
2 b orA 2 ¢ R A (Neolucanus sinicus (Saunder, 1854)) & ¢ %% »
Bowh i 48 DNACOL A %) 1407 bp. BB A& FAEE o 11X 02
2% (Maximum Likelihood > #§ # ML) 2 8 A 53] 2 5 M (i iy > 3 2
10000 = 51 # (bootstrape) £ 453 5 MG M AT & $ 82 55 B o
Substitution model B| i model selection z_:& & =% > & * TNI93+G 3 &

i model -
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work) A 47+ d gk BT e bk FIAIE Gt 2 BERER o FF 0T
AT RHATLY LI FBREE LSBT S TP LR R
EApiT 2 BARH B A R f4piT o £t MEGA 5.03 (Kumar etal., 2008) #f
W mG MM "ENELEF AR B 2 RSFBEE G F- F AR
TR G o

5 2%

-~ kR A E ‘v\‘*j'gu'ﬁ‘-

%A 2 TR G H (e R A~ R TR 8 ) s
7588 3 T WEPRERRF (taxal) ~ & F LR FRE (taxa 2) ~ 4w Fli2
#o(taxa3)) 2 A F R M GH BAe Bl o S TR B & H 2§ -
GEL P AMBPREL AR R IR A LTI S P B

A Y ERRA (B F T FREE) 2R AT S L m e

RABA EF SN FE N EP > g LRIRRVAF EFE R A DL TR B R
BARDSLGEAP DA A H LF 5 AN i f H R - A

- A ® A ied P o2 1A X EY B EL i (short branch) )
i (Be)-

Bewr g i FAEAK TS AAE £ E B A Y R COL A 7 4 F1r ClustalX
(Larkinet al., 2007) 2 DAMBE (Xiaand Xie, 2001) £t 5 ~ %t ¥ & & T 5 % £
f6 0 AR BT Y 22 441 IR AH EFRWEADT K COL B 7
AT X EFF 114 B H 244 773 (haplotype) (£ =) TCS 1.21 (Clement
etal., 2000) &7 ¥ & %8 A 13 8 4 47 (haplotype network) » 13 35 = [ 22 4K
GHEFEHEOE BHMATY R > F - BAKE L AN E 3 HLWEG
AT AL EFE (laxa 1-3) ¥ £ 3 Apk hE SMAFE > ¥ S HESHA
FlAl % R A S (steps) AR T 0 & - H S MATF LAt 28 BE
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# (pairwise distances) ¥ 2 i 10 % 12} > #r g = FA24RA) fAF & Hend
BHA T A4 TCS1.21 ~ 474 fliF ~ 2 F # R (cluster) - 114 & ¥ &
WA FA s 3 BEEaE T o5 0.0101322355 0 & H 2 4 A FA s
G @pEgdod o i 0027 24 (22)-

4 % PR A o Flie3 2. mIDNA COL A FI2R 6 B 7| chl 2 4 A
717] 4§ B (haplotype network) 4-Bl= #777 o d B> Ao B A R FUREA
P EHET L LA A HBE, - & J%]fr_ﬁ”.?ifﬁl)@ﬁﬁ%ﬁ& High ot - 5 %
Plenk - 2RFeE2 E o 3¢ 252 PFA R > A
£ (B 4) R Fap A (FAbd ) B L o R RS (2 54)
Fle4p i (4 ) UiRER A mfadE- (R 4) B R LRIARTEF - (F7)
A g.rié\ﬁrmféji}_ (&%<)> U'L'r’ﬁ TIPS~ frp PfE I A "*E’ﬁ AR R F

- BEEHATE (B>)-

SN R 3 N B

AR R FRRBART A g TR G RS RS SR R
Fli2 4k B g A cw (v € 49 M o gt & #53 (taxa) 9 MIDNA COL1 A 7% £
FolEtpz o3 MG M GLRR o T SRR AF EH S P E O 5o
P AL A2 KRR A (Neolucanus insularis Miwa,
1929) » fe i FlAAR 75 B AF £ 3 2 K R KA, AT S bk o 52 L4
A Flxe475 A (Neolucanus taiwanus (Mizunuma, 1994) ) £ ¢ Z[Fli24K2) A
(Neolucanus sinicus (Saunder, 1854) ) #7a} = e & » & F R4 A5 ¢ R
A A AL AP T Rk o AL BBl hh 2 Bz b L X R A
( Neolucanus maximus vendli Dudich, 1923) - 4 & Flie4pa) 4 & ¢ EF=RA5 4
MGM AT RT > T S EE s T EE L (Rle) e
AT AR R 69 BEEL (R=) @ o F24 84 & ¥+

441 & BAE - 2 A5 @ ke mMDNA COL AT ¥ B A7l 2 H 2R A 7
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FeRB (B> ) ER2FBRH B4 2R FSHEPR 820K
% ¥4 (dispersal) 2 fpdgs iv (vicariance) E G E + 5 o3 B e

WEZRFRRFRE RGOS+ 12~ k¢ (concordance) (Avise, 2000) -
£ - 3t
- RRFEEREAETZEHAH

Mo 128 (Phylogeography) 5 - PR3 24 A% B 25 = 12358 2
REEGFRDFE LB ER AP EFEIRFH AP R0 £ &

dofh o M 12 H A poF i (microevolution) 2 2 E jx i+ (macroevolution)
FHEIFAIAPREELERELIRLS 7T BRAFHAPR SR

Wb AR G2 FFR E P bldodf i (dispersal) s Fg &t (vicariance) &
it (Avise, 2000) - @ # 4 $ e 3 i3 @ (population genetics) % I ¢} eh
PEFEERE B RER RS AL g 2 Wkt c®g (Avise 1987) 0 #7 U
Al PR L (genealogy) %tk A i 2 BB T M RFE TG
Frene FRE > Vs R EFOL LR o AP EEY > Avise % I
M. 32 - 3R (Genealogical Concordance) #£4% (Avise, 2000) > & 3= = 3§
MBPHE- R L) - PEREEY R AFR (& FRE) R
R EAZPHDETLABEKEN 2. BP-F@AEEFHY > R 3B AFE
(A3 125) B Pt = dedaimend @A (X B):3). Apk B2
AHZA R TSR OERFE 2 FFRS > AipR AFAE] (53K
@) TERERBpUASBEEN L), N ARASFEREE AR EAT PR
BRIPBLE AT (A3 ) L ARPARES - 7 F B LS
ZURLE B T g e
AR FR RGO AE DNA COL AFAEZ G A F e
FAFPLHFEFZPRELFBE TS E2 MGG 2 K2 g LaEoE R
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BRERGF S F R RBEFRCPPATNA > BRE ] kR E R

TZHRE - PVHpAFT8% 0 A FE CRREVATFETSE (F FIRHKT
f(e 7 2 H e VR R N) S P TR A EH B A

taxal-taxa3) e F MG L AR EREL L BB 2 SR FB ARG H

e

Gar T s kA 2 R H AE MG 441 S EFIRRAM EFE R
henB R COL RAATIEE 114 BHE BHATY > R L TS 2 8
BRMAFIIRR  F - BAHL Do 3 EAHHRDGALLHE
(taxa 1-3) > % £ Z 4p e 0 H S A T (HA0L) - #3432 "5 b, H 34
AT R ArrG 441 BB AC L 185 & T FIARART) A L
#PO41.95% MY EF HAOL &fEd fibhndE AT o b 3
Bl G A P10 R IERH H (Steps) 1iAp § g F - H A Nl
vz i @ EEZE (pairwise distances) ¥ A 10 % b o 7 A FIRAKA) A
e HSE S WATA T A TCS 121 A4 M fF » 7 F ¥ R
(cluster) » 114 i ¥ 4 & ¥4 o F f Gpdg T 155 0.0101322355 0 & H

FHAFIFSL T B BEREF F > T EEN 0027 & - F7

—\\
i
"
i)

f 3
7&

BHRARNOL, @R REHT A LT B2 LB A

H
=

WUAFEHNPEE RELSCEFT L e AL TR A S
S 3t AT e A TR
‘i@éﬁmﬁ%%ﬁ» bt 122

o # A 2 R SHEHUBASERAR T AL GEE L
AR 7 g I mIDNA CO1 AT A 7 114 i H 3 48 L 7] 4] e ¢

@3
.:551
-

S ax (B=) PaFRBgVADERREET LA LZA A BHE > -
B R AR D o - B HER (taxa 1) #AFRRHE S L 0 LB
FHAT S LR R Y FIRRA A v s 3 R R R B v N R

Flazdf 2 ERMAFA R F o %5 BESHAFNL B TE (R
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=) BY EA AL 3 EBMART (HAOL) &7 - 73 4 81 Hj %
ﬁﬁ%&%iﬁ@wﬂﬁm@?#3&—#2&5%@%ﬂﬂ(ﬁA%@

B PSR AAF EE T L), PR RS AT R oA
() 2 FF# ac &5 ATl s i o) 2 FlReR ) A (B4 )~ 0k FlR=4eR)
ﬁ(é%%?'Jﬂjﬂ%/ﬁﬁ(@*)wkﬁﬁﬁwﬁi(@*“)“ﬁﬁﬁﬁ
(taxal) (Bl - =)~/ f- L P 3 (taxa2) (B =) 2% 3 ¥ (taxa3) (B -+ z)
PR AT EFES A D BT AT ERHMATUFCRERE YD
oM FIRBMA AT R RSTITH N A B R AT B B s
M s 4 &P (Lake Victoria) z- - it ek R AMAE > k- B¢ 27
FrpM 2R LA RARFHHES ARSI rf B3 X F
e H 248 A 713 (Verheyen et al., 2003) -

“/‘”: 1) AFRAE D 2 7o ths ¥ - fAg s g SH T AL 2). ¥
4 2B (lineagesorting) & A = = o F 4 # A L FIRRKV AL HITH AR T 4k
HEmAFL 2 0 ESMATFARE? IR RX G > & *ﬂ)i%ﬁ ji
BHTGE TR IS AR R R AA T D R BN R T
SR RS e AR B R A O SR AN TR A EES A2
HEHEHEDETIREIEF 2 E SHMAT .

T

(\x.

R RS2 SR R P N e e 1Ry LI T R o B B2 P N
w‘rﬁﬂéﬁ*%&* PFLE BHMATULT R RTF LS BEK Y 0 LY
GEFER AR TR ERE o AT IR R R ALK

ML B EER L-F B o R ELAE L A KT R
HAgiE 400 22 o v i R4 Wk A RT N EHT RGBT

A EHEE B RGBT AR F 02 T IRA M (ring species) EFE A i
i AP AR AR AL TR R R H BRI (Wake, 1997) 5 34 i Fleak ) 4 b
B A (Fz B Bl4) MIALFEH2L THgr BpEgpEh 24§ @R
B F R TR m AT | 2T dp o T - & TiehuH

A’\ILTQ”E,Jiﬁ’IHﬁ%\ ]:’\J'FF"\: %-/%7 ‘Tﬂﬂifq/ﬁb%ﬁ‘%%fé7ﬁ Ail/dl
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TORE > TR DX EEELS I S BRI 2T A e

AR R TR A AW G

4 Wright #73#& & 3§ & & + #F  (Fitness landscape or adaptive
landscape) #£4 > - % ¥ Y F L 2 F BT AF I B B E 2 R
Pz BBAFeST AT AREY A Bt o AL REFERELT O RR
Pk S R TR (peaks) ;&2 T B (valleys) | o iE 5 /& (selection)
R ALd FRARMDERAL IS FRAE T AT BAE RS
TERB o Mg L BB X AE A P BB E s L g H B

BAEEE - T FREBAETLEFAGTLAGRAELBZ A 24 (&

P hEd ) fRTHTERB L MHERAF ST o f - 2 %
B R S RBE AL RS B REL R R 6 ROE AR

Bz & T f o pd BHRTL LB > '\gEREFLH - L FHEL
L iR L 2R (BT ) (Wright, 1932) -

Wright =745 2 chig b B4 82 8 — 0 2 e A B2 % > 7 H & 4
s pRTpRY ZFAFEESEFRAS R AT F  (Wright, 1932) » & £
B FIRY A EFERT A ALEA LAY 0 BERRAE B D
BEOE kI F ARG GEEFEABSHET A L B Flie
RABAE EHE B A - T R BEme A BE (Species
Formation via the Fitness Landscape Hypothesis) - f gt B P - i BiEs F 5 F
B 9 5 § (Fitness landscape equal to true landscape) -

AT A EERZ IR R R i R d N RR

BEFWE 3 LB A AE S P A B LERE L LER 0 LR T

>‘h¥

B L HFEY S e FEe RAF 3000 2% b2 B LAES R

==



2B d s Bcr L300 RF 0 AW 2 8d s RETL LR ifp: 44
A SRR ALY 0 A FURRA A A0 et (740 4 L4kt o § B Flie
RAHER LT g A St A RiT o 2 g 2 e P LR B R e T

B RBZ CFURRA HRTARBERIEREFTE S 0 B HFHE A

BR TR ABER R T BT RFBRAEE LTt BV 5
R HEFEPN B F A RAAHRE B 0 T AT L REARHB Rl T T e
B BE ) K ARABI REHEE AF  HAATRNFL A AP
TR ZF KA TR EEL L AP R E LR
RFAPEE2 cFUGAEE LGB M GL AR S A HR

A Ay WA P EFRRp A AFE S L g S p i 4%

BAGIE S AT S o R PR A B B - (alternative) ¥ i % i+ (episode)

PR B FUR A A8 LT gt {

Episode I: 4@+ 7 2B+ 2 A B #77 » LKA A8 H LT fho e A ¥
Y RAREERBILR Bl A M ELE LR AR
>4 (episode la) (Bl 7)o Hts ng 4 /%4 & afider 430 T4

oz [f24f7) oA HAra kg G203  (episode Ib) (B =) o

Episode I1: 4-§> = 2 H+ ~2 A B #7 » cFlReap) e 8 LT b2 4n &
IR RN SR T Bt IRl RS+ ANVARTEEIUN:- 3 S SR S
¢ FpAzE ¥ 2 R (episode la) (Bl =) o FIFIXB4RT AL F LB A
B2 BV EERES AR AT B LR R o F £ & i K
0T ERLTAE R R e 0 T B 2 24 L IR A (episode
o) (M- ~) 221 2 % B o A S R AR A
et ® 2 i sdb s %8 -

iAo - TR E R BIUE S Episode 11 #.7 it LE o4 mpeRN

il T s B amb i | B o AR A0 ERSRA A/ A L ke
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478 % MDNACOL AFIFEREFRLZY 10% 2 Biedp » L I § v
B AL w1 A 3 4 F 0 (Chiba, 1999) » $ PR 4 4 4 chp FE 2 gr
§4F 2 ¢ (Chai, 1972) » ¥ EF R4 A8 w FlRAR ) A e PR e B bt )
o AR TR A 288 Fp A e g 4r Episode | 2 7 oA o
B FEmRE A B @ REE RGP LR L
PR L TR RIFY o R AL T I ERTBHRG AL
T2 kT F LAY o A REF R AP AL 2033 2 2B E
S 3 E R AR 3000 2 7o bzl TR B A ARERE o R H A i
B A % 285 %3 »cff B (sum of effective temperature) *T4] (Gullan and
Cranston, 2010) » & B /#442 fe¥ m2 8 & FURRA A F 7 9TF 2 7 "%fiif -

EOTPUBGRY o i Rethk B et T ] 0§ okfR R o

r o~ R AA EFER TR
AL AL oo BA T REM G R ATT Y SRR
A G R BREE K RFACFRKAR LA S PR A - 12 F
Fleef ) i@ cF2g )y 5 e gl o33 @ g 2z h i
o R R A (¢ 3F v NIRRT A) &) FIRg) A E k n
AEEY o A BB AFE LA BE O Z R A
PoodF T NIRRT A YRGS LR T FI L RS R FIRARA)
ATEPREFERR EFAFEHTAT I ERRZ AT O TR &
#£ 2 fa ¢ (invalid species) ; & FI2 47 A & ) R4 ) A ik » + 3 @ 3%
Vo P G E R 2 3 LR RSN HIVEHE 5 E TR A

2 Bz (synonym) e 45 +kiEE (taxal) ~ /& A L% (taxa2) & 4 3 ¥

(taxa 3) ¢ B R [ 2P B RN FEHEH c g LAt 04
BArE LR FIRR A E T EE T T RS HoEfE2 o
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RF > FREFTRESFTHET M TR A5 R EA P (poikilothermic
animals) » § B ¥ Sf LA E > A ad B EFTRE L XTI LRR
BERCZEE S FREAAF > g A4 EORBHEY S RAFTR

P2 R A B2 BHREFBLERFEFELIIERDEL D AL T FOPIF

BE 2R FER -
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(A)

(D) (E) (F)

Y
{
\ /
\ / \ 4
\ ! {
| i

(G) (H) ) ) (K) (L)

‘. g m\ "“
1 | 3 : ‘ ‘

Bl-  FREa 8¢ A% R - 2 ¢ A FRRKAS A o (A) Neolucanus swinhoei ‘= [f]

22445 & > (B) Neolucanus doro & [Fl #2425 & » (C) Neolucanus doro
horaguchii jF © = & F]2247;# > (D) Neolucanus eugeniae -| FI324f2) 5 >
(E) Neolucanus sp 1. 17 4k/%%#F 152457 fi taxa 1 (F) Neolucanus sp. 2. /& 7
L BR 3 FIARAK A taxa 25 iz ¢ A FIR4ARA) A o (G) Neolucanus swinhoei ‘=
24475 & > (H) Neolucanus doro & [Fli=4%5 & > (1) Neolucanus doro
horaguchii JF © =k 2247 8 » (J) Neolucanus eugeniae -| [FlJ24f2) 5.
(K) Neolucanus sp. 1 47 %753 Fle4g 75 £ taxa 1 (L) Neolucanus sp. % gL

PREFIARARA A taxa 2 o
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EITR 2T

!
f
| \

= LR Bp A B9 ¢ F oM anfis A s Aafaz fd e (A) * Flie

4778 (Neolucanus maximus vendli Dudich, 1923) (B) 4 4 Fli24f2) &
(Neolucanus taiwanus (Mizunuma, 1994)) (C) ‘= F1524f=; 4 (Neolucanus
swinhoe Bates, 1866) (D) * 1524} 4 (Neolucanus doro Mizunuma,1994)
(E) iF v <k FIX24K75 £ (Neolucanus doro horaguchii Naigai, 2001) (F) |
Flx242) & (Neolucanus eugeniae Bomans, 1991) (G) 47 +kiXFlre#
(Neolucanus sp. 1, taxa 1) (H) /& g~ L% Fl32# (Neolucanus sp. 2, taxa 2) (1)

% & [Fl723# (Neolucanus sp. 3, taxa 3)
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Wugu Danshui

Linkou Yang Ming Shan National Park
Guishan Yourui "
Hongludi Waishuangsi

Mt. Hongdanshan
/—Rmfan
7 Peishiling

anshia
Daxi /W/—Nelhu
Sanguang Shiding
Lipy ——v———nglm
Mt. Lalashan
Baoshan

Beipu
Yanglao
Dalu

Syueba Farm
Syuejian
Simaxian

Mt. Anmashan

Mt. Hewangshan

Mt. Basianshan

Cingjing Farm

Mt. Guandaoshan

Wujie

Dongguang
Sun Moon Lake

Mt. Junshan -
ShanI|n5| Guangfu
Jianan Cloud Peak \
Shlhbl
Mt. Dadongshan Mt. Chihkeshan
Mt. Alishan
Pinghy —\
Meiling —— et — Yanping
Tengjhih Mt. Doulanshan
Shanping { Lijia
Duona ; ‘, Taimali

Shaxi m
Majia W_,.* :
Mt. Beidawushan

Mt. Dahanshan

W= d&x % FeBsA a2 F 3 ¢ (1) Wugu (2 %) > (2) Linkou (H ) > (3)
Guishan (+* Fl & L) > (4) Hongludi (%% # ) (5) Tucheng (2 ) (6) Shulin (#+
+%) > (7) Mt. Dadonhshan (+ 1% 1) » (8) Sanshia (= *%) » (9) Daxi (* ;%) - (10)
Sangung (= #&) » (11) Lipu (% %) » (12) Lalashan (44>.11) » (13) Boshan (¥
J€i) » (14) Beipu (#* %) > (15) Yanglao (% %) - (16) Dalu (= & #Rig) » (17)
Kuanwu (#.7%) > (18) Nanchuang (= &) > (19) Syuejian (£ ) » (20) Simaxian
(7 58 *4kig) > (21) Mt. Dasyueshan (= £ i) » (22) Mt. Anmashan (¥.5 .@1) »

(23) Mt. Hewangshan (& ¥ .11) » (24) Cingjing Farm (-3 & 3-) » (25) Tienleng
(% /4) > (26) Guandaoshan (k£ 7 L)) » (27) Wujie (7% %) » (28) Dongguang (&
%) (29) Sun Moon Lake (p * %) (30) Mt. Jijishan (# & = 1) (31) Shanlinsi
(424ki%) » (32) Jianan Cloud Peak (& = Z *#) > (33) Shihbi (% &%) > (34) Mt.
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Erhchiehshan (= =« .+) » (35) Dadongshan (= i .11) » (36) Mt. Alishan (f# 2
£1) > (37) Dinghu ("8 7#*) > (38) Meiling (#* ) > (39) Tengjhih (%4<) - (40)
Shanping (% <) » (41) Duona ( % i +rig) » (42) Shaxi (75 i%) > (43) Majia (35
7 ° (44) Mt. Beidawushan (#* = 7 .11) > (45) Mt. Dahanshan (+ & .1) » (46)
Danshui (;%.-k) » (47) Yang Ming Shan National Park (% P @i & 72> ) » (48)
Yourui (= #p) > (49) Waishuangsi (“F ;%) » (50) Mt. Hongdanshan (=% @) »
(51) Ruifang (53 =) » (52) Peishiling (% % 4¢) > (53) Neihu (p 7#) > (54) Shiding
(7 #2) » (55) Pinglin (3 +k) » (56) Wulai (£ %) » (57) Mt. Fushan (48 1) » (58)
Mingchin (8 ;¢ ) » (60) Wushe (§54+) » (61) Longjian (3/) » (62) Silin (& +%
+kif ) > (63) Guangfu (%42 ) > (64) Chihke (# 4 1) » (65) Yanping (&£ T +kif ) »
(66) Doulanshan (#% i 1) » (67) Lijia (1% +kif) » (68) Taimali (= f+2) - (69)

Nanshan (= 1)
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@ Neolucanus swinhoei Bates, 1866

. Neolucanus doro Mizunuma, 1994

\,y Neolucanus doro horaguchii Naigai, 2001

‘ Neolucanus eugeniae Bomans, 1991
Neolucanus sp. 1, taxa 1

. Neolucanus sp. 2, taxa 2

@ Neolucanus sp. 3, taxa 3

89

96

@
95 o

| Neolucanus insularis Miwa, 1929

99l Neolucanus insularis Miwa, 1929

Neolucanus taiwanus (Mizunuma, 1994)

Neolucanus sinicus (Saunder, 1854)
8| Neolucanus sinicus (Saunder, 1854)

66

86 Neolucanus sinicus (Saunder, 1854)

Neolucanus maximus vendli Dudich, 1923

0.02
Ble 28y RRAREQKVARGHALAER - % - ¥ L FI FRRGA
(Neolucanus insularis Miwa, 1929) > % = *F# 5 4 B R4 4
(N

% (Neolucanus sinicus (Saunder,

(Neolucanus taiwanus) £ @ Z[Fie47) 7
1854)) - A A @B b2 % = b5 & Fx24A5 4 (Neolucanus maximus
vendli) - & 4 % SR B A A 53 R BHE > T A A 5

Ho x L5t ah it 470 )é@?f F«;g\,}i‘_ﬁifﬁ;uiﬁ_ﬁo
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W2

- Neolucanus swinhoei Bates, 1866

- Neolucanus doro Mizunuma, 1994 408

. Neol doro horaguchii Naigai, 2001
. Neolucanus eugeniae Bomans, 1991
Neolucanus sp. 1, taxa 1

. Neolucanus sp. 2, taxa2

103

. Neolucanus sp. 3, taxa3
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N,

B> 4% F F2RAa) 8 o FieiE 2 mDNA COL A FIRtir A 7| ehd 2 48
A F13 1. B (haplotype network) - d BI& o P w0 R/ 2 R34 A4 & 3
FAAA A EBE - L L FnE KA B oK - LA R
GRfEEr S ok B 2 #E A DFARRY o SRR A ()R
Fliea s f (Fahd )2 8 Tk v Sk g8 (2% 4¢) ) FI=R A
() PHRENATREE - (R ) B ALRAATHEE S (FF) 2 J1E4k
FA A= (H) G B DAL 28 hrf e fE R g i £ 3
- BEBWMATNI A ApE R AE EFE T L) PR L F v AT

R D). R AEE AT B A 2P
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P3O+ Qs Q@70 @)
11@12(]]][{])13@14@15@16@17@18@19@20@
21(g22@23@ 24 () 256 26 € 27‘28@29@300
31 @323 34() 35.36 )37 () 38(T) 39 @) 40 §)
41‘42@43@44@45@46%47@48.49@50‘
51 (523D 53(3) 54 () 55 @ 56 L) 57 (0) 58 ) 60 @
61@62@63. 64.65 66@67@68@69‘70@
T1EDT2()73()) 74 D D 75 €33 76.77 EBT8(HTIE
81 @ 263 83() 84@ 85 (1) 86 € 87@88%89@90%
91 () 92H 93 @ 9465 95 € 96‘97@98@99 (oo @®
1o10102@103‘104‘105@106@107‘108.109‘110@
11E3112@113@ 14Q)

B- o3 114 BE SWATYA 2 25 -
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Neolucanus swinhoei Bates, 1866

Neolucanus swinhoei Bates. 1866

X
(|c
)
{

b

Wi

Linkou
Guishan U 4",
Hongludi
ucheng ||*
Mt. Dadonhshan 5
Sanshia . X — ishi '"

D
Sanguaarfg' 3 e v '"
Lipu < : inali ‘||
Mt. Lalashan g s
I]]
Mingchin .. 11}
Neolucanug doro Mizunuma, 1994 @
Syueba Farm ~ :
Syuejian .. I

Simaxian

Mt. Anmashan
Mt. Hewangshan

Mt. Nanshan -

Cingjing F £ Neolucanus doro Mizunuma, 19
ingjing Farm
12y Mt. Guandaoshar =—— Wushe
2 e Longjian
A e Dongguang
'l%»t {—_Sun Moon Lake
Silin
é%; M‘;{“'ska"A Guangfu ...
J
;;_:A Jianan Cloud Peak
s g Shihbi Neolucanus sp. taxa2
8 3 Mt. Chihk 2o
Mt. Alishan
Dinghu
Meiling Yanping ‘g‘%
Tengjhih Mt. D an
Shanping Liji@ reomeeeeeeeeeen @ N*Iucan s sp. taxa3
Duona Taimali n%_{-
- Shaxi
Majia

- Mt. Beidawushan Neolucanus swinhoei Bates. 1866

Mt. Dahansh

Neolucanus swinhoei Bates, 1866

B~ TR pf)dis &4k B3 82 2 52 #2 2 %) haplotype W)« B¥ &7 7 F
AHETET AT L2 HAOL H 2 A TFE (LB-) &7 L4582

o Y a e
BT T RF AT
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'I' -,... '.__..-,..:. Wugu .........
‘ID '-,_.. '..'. ~,.. * LinkoU——N  _”~  YangMing Shan National Park = ......cessmssssessessreseet
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@=> Ancestral taxa migrated from mainland China
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‘ Landscape escalation

] Ancestral taxa escalation via the landscape escalation
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==p> Ancestral taxa migrated from mainland China
/ Migrated on the rise peak

C > To inhabit on the rise peak
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C > Nowadays phenomena:
“Limited habitant of rise peak”
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- FAFKET A ¥R COL AF2 513 K57 - A:HCO & LCO
(Folmeretal., 1994) 2z & & 657 bp » B: 1900F ¥ 2770R z_ & % % 750

bp -

A HCO 5’-TAAACTTCAGGGTG ACCAAAAAATCA-3’

LCO 5’-GGTCAACAAATCATAAAGATATTGG-3’

B 1900F 5-GAATTACATTTGATCGAATACC-3'

2770R  5-GACGAGGTATTCCTCTTAATCCAA-3'
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2o kBt RAARTR - B g

COl AT H & A7 114 5 2484 74 (HAOL-HAL14) -

Genebank Haplotype Locality Taxa Collector n/N
number

1 Sk Neolucanus swinhoei g4 51437
N008 NO015 Bates, 1866 3/437
N046 NO53 S Neolucanus swinhoei 37 & 21437
NO054 NO056 Bates, 1866 9/437
NO57 NO61 e 7 & 3/437
N062 NO065 Neolucanus swinhoei 5/437
N066 NO74 & & Bates, 1866 T F T gz & 4437
NO081 NO083 11/43
N110 N112 Neolucanus doro 7
N116 N122 T A horaguchii Naigai EIE=d 5/437
N123 N129 3/437
N135 N137 oliRig Neolucanus swinhoei B - 3/437
N144 N145 Bates, 1866

N146 N157 21437
N158 N171 B ¥ Neolucanus eugeniae 6/437
N172 N173 Bomans,1991 21437
N174 N176 1/437
N177 N179 L Neolucanus swinhoei T3 2437
N181 N182 Bates, 1866 71437
N183 N189 iy 10/43
N190 N194 7
N195 N199 i Neolucanus swinhoei R E 1/437
N201 N202 Bates, 1866 21437
N207 N227 FIE FE& % F T 2/437
N257 N258 Neolucanus swinhoei ER RN 3/437
N259 N260 B Bates, 1866 ¥z 3/437
N262 N263 Neolucanus swinhoei i Fx 1/437
N266 N268 Bates, 1866 5/437
N269 N271 1/437
N272 N273 < BRI Neolucanus sp. (taxa 3) [Ea= N 1/437
N274 N276 L 8/437
N285 N289 2 ik Neolucanus swinhoei i3 1/437
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N333
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N363
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N443
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N392 N Bomans, 1991 e x 1/437
Neolucanus swinhoei
=~ Rtkig Bates, 1866 R E
Neolucanus doro

horaguchii Naigai

25 Ty Neolucanus swinhoei i 1/437
N504 Bates, 1866
26 L Neolucanus swinhoei WG 1/437
N489 N490 Bates, 1866
27 AR Neolucanus swinhoei 1/437
N524 N536 Bates, 1866
28 % Jpr g Neolucanus swinhoei B - 1/437
N420 Bates, 1866
29 = Neolucanus swinhoei 1/437
N378 Bates, 1866
30 B 2 Neolucanus swinhoei 5 Fc 1/437
N265 Bates, 1866
31 Z W Neolucanus swinhoei U8 1/437
N393 Bates, 1866
32 i Neolucanus swinhoei ¥ o - 1/437
N325 Bates, 1866
33 L Neolucanus swinhoei L 1/437
N411 Bates, 1866
34 7 Neolucanus swinhoei R 1/437
N175 N200 Bates, 1866 21437
N223 N327 £ 4.0 Neolucanus swinhoei B - 1/437
N419 Bates, 1866 1/437
B Neolucanus doro i3
7o horaguchii Naigai R HE

46



35
N476

36
N384

37
N055

38
N206

39
N267 N356
N527

40
N532

41
N391

42
N375

43
N423  N460

44
N508 N521

J\/ﬁ L

J\/ﬁ L

b

[

A8 oL

X
£ &b

ok
<L

Neolucanus swinhoei

Bates, 1866

Neolucanus swinhoei

Bates, 1866

Neolucanus swinhoei

Bates, 1866

Neolucanus swinhoei

Bates, 1866

Neolucanus swinhoei

Bates, 1866

Neolucanus swinhoei
Bates, 1866
Neolucanus swinhoei
Bates, 1866
Neolucanus swinhoei
Bates, 1866
Neolucanus swinhoei

Bates, 1866

Neolucanus swinhoei

Bates, 1866

Neolucanus swinhoei

Bates, 1866

Neolucanus swinhoei
Bates, 1866
Neolucanus swinhoei

Bates, 1866

Neolucanus swinhoei

Bates, 1866

|
2
-

i
e
I

i
e
I

Flic

PR
F7 A&

&
-
l‘@;;

L

=)
=

R
=
-h_‘\

1/437

1/437

1/437

1/437

1/437
1/437
1/437

1/437

1/437

1/437

1/437
1/437

1/437
1/437

47



45
N449

46
N404

47
N371

48
N446

49
N060

50
N463

51
N416
N491

52
N185

53
N415

54
N319

55
N103
N364

N427

N417

N543

N278

sk

= /& L

8-

S 4k

:’}f%,\,l.y

& &1

B 4 2

Neolucanus swinhoei

Bates, 1866

Neolucanus swinhoei

Bates, 1866

Neolucanus swinhoei

Bates, 1866

Neolucanus doro

horaguchii Naigai

Neolucanus swinhoei
Bates, 1866
Neolucanus swinhoei

Bates, 1866

Neolucanus swinhoei

Bates, 1866

Neolucanus swinhoei
Bates, 1866
Neolucanus swinhoei

Bates, 1866

Neolucanus sp. (taxa 3)

Neolucanus swinhoei
Bates, 1866
Neolucanus swinhoei
Bates, 1866
Neolucanus swinhoei

Bates, 1866

Neolucanus doro

Mizunuma,1994

Mg
e
f

i
e
I

i
e
I

i
e
I

-F
<
!

F
<
|

1/437

1/437

1/437

1/437

1/437

1/437

21437
1/437

1/437

21437

1/437
1/437

3/437

48



56
N121 N180
N301 N315

57
N188

58
N108

59
N275

60
N105

61
N078

62
N297

63
N485

64

N159 N198
N204 N304
N335

65

N203

66
N305

67

52
o

=
w

152
@

5 ik

e

% ki

E

I

E

I

7 i

Neolucanus sp. (taxa 3)
Neolucanus doro
horaguchii Naigai
Neolucanus eugeniae
Bomans,1991
Neolucanus swinhoei
Bates, 1866
Neolucanus swinhoei

Bates, 1866

Neolucanus doro
Mizunuma,1994
Neolucanus swinhoei

Bates, 1866

Neolucanus doro
Mizunuma,1994

Neolucanus sp. (taxa 1)

Neolucanus doro
horaguchii Naigai
Neolucanus eugeniae
Bomans,1991

Neolucanus eugeniae
Bomans,1991
Neolucanus eugeniae
Bomans,1991
Neolucanus swinhoei
Bates, 1866
Neolucanus swinhoei

Bates, 1866

Neolucanus swinhoei

Bates, 1866

Neolucanus eugeniae

-F
<
!

N
S
=

=]

T Ty
f

Mg
e
f

-F

by
o <
=

!

1/437
1/437
1/437
1/437

1/437

1/437

1/437

1/437

1/437

1/437

1/437

21437
1/437
21437

1/437

1/437

1/437

49



N329

68
N119 N187
N346

69
NO13

70
N167

71
N118

72
NO77 N098
N224 N240

73
N076

74
N067 NO68
N128

75
N162

76
NO51

I
N099

78
N149

79
N361

80
NO052 N115

4{’:“1*
41
W

PR
T RE
<L

< b

poig

=
>a

HAriE

RE

RE

Bomans,1991
Neolucanus sp. (taxa 3)
Neolucanus sp. (taxa 2)
Neolucanus eugeniae
Bomans,1991
Neolucanus sp. (taxa 2)
Neolucanus sp. (taxa 1)
Neolucanus sp. (taxa 1)
Neolucanus sp. (taxa 1)
Neolucanus swinhoei
Bates, 1866
Neolucanus sp. (taxa 1)
Neolucanus sp. (taxa 1)
Neolucanus sp. (taxa 1)
Neolucanus doro
Mizunuma,1994

Neolucanus sp. (taxa 1)

Neolucanus swinhoei

Bates, 1866

Neolucanus swinhoei

Bates, 1866

Neolucanus sp. (taxa 1)

Neolucanus sp. (taxa 1)

Neolucanus sp. (taxa 1)

My
T T i
f

Yy

=]

=]

45\:.
=

B

bul "o
4

1/437

1/437

1/437

1/437

1/437

1/437

21437

1/437

1/437

1/437

3/437

1/437

1/437

1/437

1/437

1/437

4/437
21437

50



N130
N133
N528
81
NO50
82
N131
83
N086
84
N064
N070
85
N140
N388

86
N079
87
N012
N090
N095
N248
N360
88
N92
89
N114
90
N339

91
N247

92
N092

N132
N134

N069

N153

NO084
N093
NO096
N359
N380

N367

EERINES

a\y

Sk

1kt

Lk
P g

¥ A
B2 7 L

2R

Neolucanus swinhoei

Bates, 1866

Neolucanus sp. (taxa 1)

Neolucanus sp. (taxa 1)

Neolucanus sp. (taxa 1)

Neolucanus sp. (taxa 1)

Neolucanus sp. (taxa 1)

Neolucanus doro
Mizunuma,1994
Neolucanus doro
Mizunuma,1994

Neolucanus sp. (taxa 1)

Neolucanus sp. (taxa 1)
Neolucanus sp. (taxa 1)
Neolucanus sp. (taxa 1)
Neolucanus doro
Mizunuma,1994

Neolucanus sp. (taxa 1)

Neolucanus sp. (taxa 1)

Neolucanus doro
Mizunuma,1994
Neolucanus doro
Mizunuma,1994
Neolucanus doro
Mizunuma,1994
Neolucanus doro

horaguchii Naigai

aij% g

Mg
e
f

Mg
e
f

e

i
e
I

Biw
R T

FF T

i
e
Iy

i
e
Iy

Ay
15 RE
= o

1/437

1/437

1/437

1/437

1/437

21437

1/437

21437

1/437

6/437

1/437

1/437

1/437

1/437

1/437

1/437

1/437

51



93
N284

94
N286

95
N366

96
N279

97
N143
N151

98
N104
N296

99
N280

100
N080

101
N261

102
N073

103
N471

104
N251

105
N148

N303

N150

N232

N106

N387

3
@

152
o

-E?EIES L

P8 U
Fs

(11

134
o

1 Akig

5 Ak

g sk

g sk

2,

w

2,

w

Neolucanus doro
Mizunuma,1994

Neolucanus doro
Mizunuma,1994

Neolucanus doro
Mizunuma,1994

Neolucanus doro
Mizunuma,1994

Neolucanus doro
Mizunuma,1994

Neolucanus doro
Mizunuma,1994
Neolucanus doro
Mizunuma,1994

Neolucanus doro
Mizunuma,1994

Neolucanus sp. (taxa 1)

Neolucanus doro
Mizunuma,1994

Neolucanus sp. (taxa 1)

Neolucanus sp. (taxa 1)

Neolucanus doro

Mizunuma,1994

Neolucanus doro

Mizunuma,1994

Y
>~
%.4

o
S
@

i
e
I

ki
>~
s

SR LA

1/437

1/437

1/437

1/437

4/437

1/437
1/437

1/437

1/437

1/437

1/437

1/437

1/437

1/437

52



106
N233

107
N336

108
NO75
109
N164

110
N049
N124
N138
N147
N163
N282
N288
N401

111
N126
N160
N365

112
NO71

113
N283

N168

N082
N125
N139
N161
N165
N287
N390

N127
N281

¥ 5 L

™
I
E

ok
3 oo

g sk

2,

w

Neolucanus doro
Mizunuma,1994

Neolucanus doro
Mizunuma,1994

Neolucanus sp. (taxa 1)

Neolucanus sp. (taxa 1)
Neolucanus doro
Mizunuma,1994

Neolucanus doro
Mizunuma,1994
Neolucanus doro
Mizunuma,1994
Neolucanus doro
Mizunuma,1994
Neolucanus doro
Mizunuma,1994
Neolucanus doro
Mizunuma,1994
Neolucanus doro
Mizunuma,1994
Neolucanus sp. (taxa 1)
Neolucanus doro
Mizunuma,1994
Neolucanus doro
Mizunuma,1994
Neolucanus doro

Mizunuma,1994

Neolucanus sp. (taxa 1)

Neolucanus doro

Mizunuma,1994

T

pull ("
(BN

i
e
I

pull S ("
(BN

har)
o AL
kR

W o
2]

@

i
e
Iy

o
5

o~
=

My
e
=

R
S
@

1/437

1/437

1/437

1/437

1/437
71437
3/437
1/437
1/437
1/437
1/437

21437
21437
1/437

1/437

1/437

53



114 £ A Neolucanus doro E R E 1/437
N389 Mizunuma,1994
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%= 114 B E S A RN s 33 By -
1 2 3 4 5 6 7 8 9

1 |HA6G9 —

2 |HA70 ]0.0048994886 —

3 |[HA72 ]0.0061335877]0.0085989028 —

4 [NO76 |0.0061335877|0.0085989028]|0.0024436916 —

5 |HA74 ]0.0061431468]0.0086123047]|0.0049044741]0.0049044741 —

6 |[HA75 |0.0073713789(0.0098420803|0.0061302662|0.0061302662(0.0036767998 —

7 |[HA71 ]0.0123837606(0.0148809285|0.0136351577(0.0136351577{0.0136562759(0.0148969082 ——

8 |HA68 [0.0048994886|0.0073594172|0.0085989028(0.0061302662|0.0086123047(0.0098420803]0.0148809285 —

9 |HA25 |0.0073748836|0.0098467677(0.0110942314|0.0110942314(0.0111114866|0.0123453895|0.0174211318|0.0073708964 —

10 |HA26 |0.0073634045(0.0098314403(0.0110769760{0.0110769760(0.0110942314{0.0123262035|0.0173941982|0.0073594172|0.0012225707
11 |HAO1 |0.0061302662(0.0085942494(0.0098367603(0.0098367603(0.0098520876|0.0110829630|0.0161363830|0.0061269446|0.0012225707
12 |[HA60 |0.0073673917(0.0098367603(0.0110829630({0.0110829630({0.0111002183|0.0123328579|0.0174035255|0.0073634045|0.0024488341
13 |HA42 |0.0073748836(0.0098467677(0.0110942314(0.0110942314(0.0111114866|0.0123453895|0.0174211318|0.0073708964|0.0024513223
14 |HA33 |0.0073634045(0.0098314403(0.0110769760({0.0110769760(0.0110942314|0.0123262035|0.0173941982|0.0073594172|0.0024475069
15 |HAO2 |0.0073634045(0.0098314403(0.0110769760({0.0110769760(0.0110942314|0.0123262035|0.0173941982|0.0073594172|0.0024475069
16 |HA31 |0.0086082095(0.0110829630(0.0123328579(0.0123328579(0.0123520437|{0.0135864451]|0.0186743659|0.0086035562|0.0036787913
17 |HA44 ]0.0073673917(0.0098367603(0.0110829630{0.0110829630(0.0111002183|0.0123328579|0.0174035255|0.0073634045|0.0024488341
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Table. 3 Cont.

10 11 12 13 14 15 16 17 18 19
1 |HAG9
2 |[HA70
3 |HA72
4 INO76
5 |HA74
6 |HA75
7 |[HA71
8 |[HAGS
9 [HA25
10 |HA26 —
11 [HAO1 |0.0012206644 —
12 [HAG60 ]0.0024450188(0.0012213277 —
13 [HA42 ]0.0024475069(0.0012225707|0.0024488341 T,
14 [HA33 ]0.0024436916(0.0012206644|0.0024450188|0.0024475069 —
15 |[HAO02 10.0024436916|0.0012206644|0.0024450188|0.0024475069(0.0024436916 —
16 |[HA31 |0.0036730641)|0.0024463459|0.0036750556(0.0036787913(0.0036730641(0.0036730641 —
17 |HA44 10.0024450188]0.0012213277)0.0024463459|0.0024488341)|0.0024450188|0.0024450188|0.0036750556 —
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Table. 3 Cont.

90

91

92

93

94

95

96

97

98

99

HAG9

HA70

HA72

NO76

HA74

HA75

HA71

HAG8

© [0 N oo |0 |~ W N |k

HA25

=Y
o

HA26

=
=

HAO01

=
N

HAGO

=
w

HA42

'—\
a

HA33

[N
(6}

HAO02

[EnN
[ep)

HA31

=
~

HA44

64




Table. 3 Cont.
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Table. 3 Cont.

1

2

3

4

5

6

7

8

9

18

HA10

0.0073673917

0.0098367603

0.0110829630

0.0110829630

0.0111002183

0.0123328579

0.0174035255

0.0073634045

0.0024488341

19

HA41

0.0073748836

0.0098467677

0.0110942314

0.0110942314

0.0111114866

0.0123453895

0.0174211318

0.0073708964

0.0024513223

20

HA28

0.0073634045

0.0098314403

0.0110769760

0.0110769760

0.0110942314

0.0123262035

0.0173941982

0.0073594172

0.0024475069

21

HA29

0.0085989028

0.0110709890

0.0123195491

0.0123195491

0.0123387353

0.0135718008

0.0186543729

0.0085942494

0.0036748083

22

HA30

0.0073634045

0.0098314403

0.0110769760

0.0110769760

0.0110942314

0.0123262035

0.0173941982

0.0073594172

0.0024475069

23

HA40

0.0073673917

0.0098367603

0.0110829630

0.0110829630

0.0111002183

0.0123328579

0.0174035255

0.0073634045

0.0024488341

24

HA13

0.0073634045

0.0098314403

0.0110769760

0.0110769760

0.0110942314

0.0123262035

0.0173941982

0.0073594172

0.0024475069

25

HA21

0.0085989028

0.0085942494

0.0123195491

0.0123195491

0.0123387353

0.0135718008

0.0186543729

0.0085942494

0.0036748083

26

HA38

0.0073634045

0.0098314403

0.0110769760

0.0110769760

0.0110942314

0.0123262035

0.0173941982

0.0073594172

0.0024475069

27

HAO09

0.0073634045

0.0098314403

0.0110769760

0.0110769760

0.0110942314

0.0123262035

0.0173941982

0.0073594172

0.0024475069

28

HA14

0.0073634045

0.0098314403

0.0110769760

0.0110769760

0.0110942314

0.0123262035

0.0173941982

0.0073594172

0.0024475069

29

HA15

0.0073673917

0.0098367603

0.0110829630

0.0110829630

0.0111002183

0.0123328579

0.0174035255

0.0073634045

0.0024488341

30

HA16

0.0073673917

0.0098367603

0.0110829630

0.0110829630

0.0111002183

0.0123328579

0.0174035255

0.0073634045

0.0024488341

31

HA27

0.0073673917

0.0098367603

0.0110829630

0.0110829630

0.0111002183

0.0123328579

0.0174035255

0.0073634045

0.0024488341

32

HA39

0.0073634045

0.0073594172

0.0110769760

0.0110769760

0.0110942314

0.0123262035

0.0173941982

0.0073594172

0.0024475069

33

HA17

0.0073673917

0.0098367603

0.0110829630

0.0110829630

0.0111002183

0.0123328579

0.0174035255

0.0073634045

0.0024488341

34

HA18

0.0086082095

0.0110829630

0.0123328579

0.0123328579

0.0123520437

0.0135864451

0.0186743659

0.0086035562

0.0036787913

35

HA12

0.0073634045

0.0098314403

0.0110769760

0.0110769760

0.0110942314

0.0123262035

0.0148809285

0.0073594172

0.0024475069

36

HA43

0.0073634045

0.0098314403

0.0110769760

0.0110769760

0.0110942314

0.0123262035

0.0148809285

0.0073594172

0.0024475069

37

HA32

0.0048968323

0.0098367603

0.0110829630

0.0110829630

0.0111002183

0.0123328579

0.0174035255

0.0073634045

0.0024488341
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Table. 3 Cont.

10

11

12

13

14

15

16

17

18

19

18

HA10

0.0024450188

0.0012213277

0.0024463459

0.0024488341

0.0024450188

0.0024450188

0.0036750556

0.0024463459

19

HA41

0.0024475069

0.0012225707

0.0024488341

0.0024513223

0.0024475069

0.0024475069

0.0036787913

0.0024488341

0.0024488341

20

HA28

0.0024436916

0.0012206644

0.0024450188

0.0024475069

0.0024436916

0.0024436916

0.0036730641

0.0024450188

0.0024450188

0.0024475069

21

HA29

0.0036690811

0.0024436916

0.0036710726

0.0036748083

0.0036690811

0.0036690811

0.0049021449

0.0036710726

0.0036710726

0.0036748083

22

HA30

0.0024436916

0.0012206644

0.0024450188

0.0024475069

0.0024436916

0.0024436916

0.0036730641

0.0024450188

0.0024450188

0.0024475069

23

HA40

0.0024450188

0.0012213277

0.0024463459

0.0024488341

0.0024450188

0.0024450188

0.0036750556

0.0024463459

0.0024463459

0.0024488341

24

HA13

0.0024436916

0.0012206644

0.0024450188

0.0024475069

0.0024436916

0.0024436916

0.0036730641

0.0024450188

0.0024450188

0.0024475069

25

HA21

0.0036690811

0.0024436916

0.0036710726

0.0036748083

0.0036690811

0.0036690811

0.0049021449

0.0036710726

0.0036710726

0.0036748083

26

HA38

0.0024436916

0.0012206644

0.0024450188

0.0024475069

0.0024436916

0.0024436916

0.0036730641

0.0024450188

0.0024450188

0.0024475069

27

HAO09

0.0024436916

0.0012206644

0.0024450188

0.0024475069

0.0024436916

0.0024436916

0.0036730641

0.0024450188

0.0024450188

0.0024475069

28

HA14

0.0024436916

0.0012206644

0.0024450188

0.0024475069

0.0024436916

0.0024436916

0.0036730641

0.0024450188

0.0024450188

0.0024475069

29

HA15

0.0024450188

0.0012213277

0.0024463459

0.0024488341

0.0024450188

0.0024450188

0.0036750556

0.0024463459

0.0024463459

0.0024488341

30

HA16

0.0024450188

0.0012213277

0.0024463459

0.0024488341

0.0024450188

0.0024450188

0.0036750556

0.0024463459

0.0024463459

0.0024488341

31

HA27

0.0024450188

0.0012213277

0.0024463459

0.0024488341

0.0024450188

0.0024450188

0.0036750556

0.0024463459

0.0024463459

0.0024488341

32

HA39

0.0024436916

0.0012206644

0.0024450188

0.0024475069

0.0024436916

0.0024436916

0.0036730641

0.0024450188

0.0024450188

0.0024475069

33

HA17

0.0024450188

0.0012213277

0.0024463459

0.0024488341

0.0024450188

0.0024450188

0.0036750556

0.0024463459

0.0024463459

0.0024488341

34

HA18

0.0036730641

0.0024463459

0.0036750556

0.0036787913

0.0036730641

0.0036730641

0.0049074575

0.0036750556

0.0036750556

0.0036787913

35

HA12

0.0024436916

0.0012206644

0.0024450188

0.0024475069

0.0024436916

0.0024436916

0.0036730641

0.0024450188

0.0024450188

0.0024475069

36

HA43

0.0024436916

0.0012206644

0.0024450188

0.0024475069

0.0024436916

0.0024436916

0.0036730641

0.0024450188

0.0024450188

0.0024475069

37

HA32

0.0024450188

0.0012213277

0.0024463459

0.0024488341

0.0024450188

0.0024450188

0.0036750556

0.0024463459

0.0024463459

0.0024488341
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Table. 3 Cont.

20 21 22 23 24 25 26 27 28 29
18 |[HA10
19 |[HA41
20 |[HA28 —
21 |[HA29 0.0012206644 —
22 |HA30 |0.0024436916|0.0012206644 —
23 |HA40 |0.0024450188|0.0036710726/0.0024450188 e
24 |HA13 |0.0024436916(0.0036690811(0.0024436916|0.0024450188 ———
25 |HA21 |0.0036690811|0.0048968323|0.0036690811{0.0036710726{0.0036690811 —
26 |HA38 |0.0024436916/0.0036690811(0.0024436916(0.0024450188(0.0024436916(0.0036690811 —
27 |HAQ9 |0.0024436916/0.0036690811(0.0024436916(0.0024450188(0.0024436916(0.0036690811|0.0024436916 —
28 |HA14 |0.0024436916|0.0036690811|0.0024436916]|0.0024450188(0.0024436916|0.0036690811|0.0024436916|0.0024436916 —
29 |[HA15 |0.0024450188|0.0036710726{0.0024450188|0.0024463459(0.0024450188|0.0036710726|0.0024450188(0.0024450188|0.0024450188 —
30 |[HA16 [0.0024450188]0.0036710726|0.0024450188|0.0024463459|0.0024450188(0.0036710726|0.0024450188(0.0024450188|0.0024450188|0.0024463459
31 |HA27 [0.0024450188]0.0036710726|0.0024450188|0.0024463459|0.0024450188(0.0036710726|0.0024450188(0.0024450188|0.0024450188|0.0024463459
32 [HA39 [0.0024436916(0.0036690811|0.0024436916|0.0024450188|0.0024436916|0.0036690811|0.0024436916|0.0024436916|0.0024436916|0.0024450188
33 [HA17 [0.0024450188(0.0036710726|0.0024450188|0.0024463459|0.0024450188]0.0036710726|0.0024450188]0.0024450188|0.0024450188|0.0024463459
34 |[HA18 [0.0036730641(0.0049021449|0.0036730641|0.0036750556|0.0036730641|0.0049021449|0.0036730641]0.0036730641|0.0036730641|0.0036750556
35 [HA12 [0.0024436916(0.0036690811|0.0024436916|0.0024450188|0.0024436916|0.0036690811]0.0024436916|0.0024436916|0.0024436916|0.0024450188
36 |HA43 [0.0024436916|0.0036690811|0.0024436916|0.0024450188]0.0024436916{0.0036690811|0.0024436916(0.0024436916|0.0024436916|0.0024450188
37 |HA32 [0.0024450188]0.0036710726|0.0024450188|0.0024463459|0.0024450188(0.0036710726|0.0024450188]0.0024450188|0.0024450188|0.0024463459
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Table. 3 Cont.

30

31

32

33

34

35

36

37

38

39

18

HA10

19

HA41

20

HA28

21

HA29

22

HA30

23

HA40

24

HA13

25

HA21

26

HA38

27

HAO09

28

HA14

29

HA15

30

HA16

31

HA27

0.0024463459

32

HA39

0.0024450188

0.0024450188

33

HA17

0.0024463459

0.0024463459

0.0024450188

34

HA18

0.0036750556

0.0036750556

0.0036730641

0.0012213277

35

HA12

0.0024450188

0.0024450188

0.0024436916

0.0024450188

0.0036730641

36

HA43

0.0024450188

0.0024450188

0.0024436916

0.0024450188

0.0036730641

0.0024436916

37

HA32

0.0024463459

0.0024463459

0.0024450188

0.0024463459

0.0036750556

0.0024450188

0.0024450188
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Table. 3 Cont.

40

41

42

43

44

45

46

47

48

49

18

HA10

19

HA41

20

HA28

21

HA29

22

HA30

23

HA40

24

HA13

25

HA21

26

HA38

27

HAO09

28

HA14

29

HA15

30

HA16

31

HA27

32

HA39

33

HA17

34

HA18

35

HA12

36

HA43

37

HA32
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Table. 3 Cont.

50

51

52

53

54

55

56

57

58

59

18

HA10

19

HA41

20

HA28

21

HA29

22

HA30

23

HA40

24

HA13

25

HA21

26

HA38

27

HAO09

28

HA14

29

HA15

30

HA16

31

HA27

32

HA39

33

HA17

34

HA18

35

HA12

36

HA43

37

HA32

72




Table. 3 Cont.

60

61

62

63

64

65

66

67

68

69

18

HA10

19

HA41

20

HA28

21

HA29

22

HA30

23

HA40

24

HA13

25

HA21

26

HA38

27

HAO09

28

HA14

29

HA15

30

HA16

31

HA27

32

HA39

33

HA17

34

HA18

35

HA12

36

HA43

37

HA32

73




Table. 3 Cont.

70

71

72

73

74

75

76

77

78

79

18

HA10

19

HA41

20

HA28

21

HA29

22

HA30

23

HA40

24

HA13

25

HA21

26

HA38

27

HAO09

28

HA14

29

HA15

30

HA16

31

HA27

32

HA39

33

HA17

34

HA18

35

HA12

36

HA43

37

HA32

74




Table. 3 Cont.

80

81

82

83

84

85

86

87

88

89

18

HA10

19

HA41

20

HA28

21

HA29

22

HA30

23

HA40

24

HA13

25

HA21

26

HA38

27

HAO09

28

HA14

29

HA15

30

HA16

31

HA27

32

HA39

33

HA17

34

HA18

35

HA12

36

HA43

37

HA32

75




Table. 3 Cont.

90

91

92

93

94

95

96

97

98

99

18

HA10

19

HA41

20

HA28

21

HA29

22

HA30

23

HA40

24

HA13

25

HA21

26

HA38

27

HAO09

28

HA14

29

HA15

30

HA16

31

HA27

32

HA39

33

HA17

34

HA18

35

HA12

36

HA43

37

HA32

76




Table. 3 Cont.

100 101 102 103 104 105 106 107 108 109

18 |[HA10

19 |[HA41

20 |[HA28

21 |HA29

22 |HA30

23 |HA40

24 |HA13

25 |[HA21

26 |HA38

27 |HAQ09

28 |HA14

29 |[HA15

30 |[HA16

31 [HA27

32 [HA39

33 [HA17

34 |[HA18

35 [HA12

36 |HA43

37 |HA32

77



Table. 3 Cont.

110

111

112

113

114

18

HA10

19

HA41

20

HA28

21

HA29

22

HA30

23

HA40

24

HA13

25

HA21

26

HA38

27

HAO09

28

HA14

29

HA15

30

HA16

31

HA27

32

HA39

33

HA17

34

HA18

35

HA12

36

HA43

37

HA32

78



Table. 3 Cont.

1

2

3

4

5

6

7

8

9

38

HAG2

0.0086035562

0.0110769760

0.0123262035

0.0123262035

0.0123453895

0.0135791230

0.0186643694

0.0085989028

0.0036767998

39

HA22

0.0073673917

0.0098367603

0.0110829630

0.0110829630

0.0111002183

0.0123328579

0.0174035255

0.0073634045

0.0024488341

40

HA23

0.0086035562

0.0110769760

0.0098420803

0.0098420803

0.0098574074

0.0110889500

0.0161450414

0.0085989028

0.0036767998

41

HA24

0.0073634045

0.0098314403

0.0085989028

0.0085989028

0.0086123047

0.0098420803

0.0148809285

0.0073594172

0.0024475069

42

HA35

0.0086035562

0.0110769760

0.0098420803

0.0098420803

0.0123453895

0.0135791230

0.0186643694

0.0085989028

0.0036767998

43

HA36

0.0124029456

0.0149039827

0.0161700338

0.0161700338

0.0161950255

0.0174397857

0.0225999297

0.0123962918

0.0074207989

44

HA34

0.0073634045

0.0098314403

0.0085989028

0.0085989028

0.0110942314

0.0123262035

0.0173941982

0.0073594172

0.0024475069

45

HA37

0.0073748836

0.0098467677

0.0098520876

0.0110942314

0.0111114866

0.0123453895

0.0174211318

0.0073708964

0.0024513223

46

HA49

0.0086035562

0.0110769760

0.0123262035

0.0123262035

0.0123453895

0.0135791230

0.0161450414

0.0085989028

0.0036767998

47

HAS50

0.0111234600

0.0136140391

0.0148738540

0.0148738540

0.0148969082

0.0161373655

0.0212700082

0.0111174733

0.0061622646

48

HA48

0.0085989028

0.0110709890

0.0123195491

0.0123195491

0.0123387353

0.0135718008

0.0161363830

0.0085942494

0.0036748083

49

HAl1l

0.0073748836

0.0098467677

0.0110942314

0.0110942314

0.0111114866

0.0110942314

0.0174211318

0.0073708964

0.0024513223

50

HAO3

0.0073634045

0.0098314403

0.0110769760

0.0110769760

0.0110942314

0.0123262035

0.0148809285

0.0073594172

0.0024475069

51

HAS52

0.0073634045

0.0098314403

0.0110769760

0.0110769760

0.0110942314

0.0123262035

0.0173941982

0.0073594172

0.0024475069

52

HAS3

0.0085989028

0.0110709890

0.0123195491

0.0123195491

0.0123387353

0.0135718008

0.0186543729

0.0085942494

0.0036748083

53

HAS51

0.0086123047

0.0110882445

0.0123387353

0.0123387353

0.0123579211

0.0135929202

0.0186832500

0.0086076513

0.0036805355

54

HA54

0.0073634045

0.0098314403

0.0110769760

0.0110769760

0.0110942314

0.0123262035

0.0173941982

0.0073594172

0.0024475069

55

HAS5

0.0086035562

0.0110769760

0.0123262035

0.0123262035

0.0123453895

0.0135791230

0.0161277245

0.0085989028

0.0036767998

56

HA56

0.0073673917

0.0098367603

0.0110829630

0.0110829630

0.0111002183

0.0123328579

0.0148729386

0.0073634045

0.0024488341

57

HA59

0.0086035562

0.0110769760

0.0123262035

0.0123262035

0.0123453895

0.0135791230

0.0161277245

0.0085989028

0.0036767998

79




Table. 3 Cont.

10

11

12

13

14

15

16

17

18

19

38

HAG2

0.0036710726

0.0024450188

0.0036730641

0.0036767998

0.0036710726

0.0036710726

0.0049048012

0.0036730641

0.0036730641

0.0036767998

39

HA22

0.0024450188

0.0012213277

0.0024463459

0.0024488341

0.0024450188

0.0024450188

0.0036750556

0.0024463459

0.0024463459

0.0024488341

40

HA23

0.0036710726

0.0024450188

0.0036730641

0.0036767998

0.0036710726

0.0036710726

0.0049048012

0.0036730641

0.0036730641

0.0036767998

41

HA24

0.0024436916

0.0012206644

0.0024450188

0.0024475069

0.0024436916

0.0024436916

0.0036730641

0.0024450188

0.0024450188

0.0024475069

42

HA35

0.0036710726

0.0024450188

0.0036730641

0.0036767998

0.0036710726

0.0036710726

0.0049048012

0.0036730641

0.0036730641

0.0036767998

43

HA36

0.0074093203

0.0061685021

0.0074133073

0.0074207989

0.0074093203

0.0074093203

0.0086618154

0.0074133073

0.0074133073

0.0074207989

44

HA34

0.0024436916

0.0012206644

0.0024450188

0.0024475069

0.0024436916

0.0024436916

0.0036730641

0.0024450188

0.0024450188

0.0024475069

45

HA37

0.0024475069

0.0012225707

0.0024488341

0.0024513223

0.0024475069

0.0024475069

0.0036787913

0.0024488341

0.0024488341

0.0024513223

46

HA49

0.0036710726

0.0024450188

0.0036730641

0.0036767998

0.0036710726

0.0036710726

0.0049048012

0.0036730641

0.0036730641

0.0036767998

47

HA50

0.0061527057

0.0049174284

0.0061560272

0.0061622646

0.0061527057

0.0061527057

0.0073983239

0.0061560272

0.0061560272

0.0061622646

48

HA48

0.0036690811

0.0024436916

0.0036710726

0.0036748083

0.0036690811

0.0036690811

0.0049021449

0.0036710726

0.0036710726

0.0036748083

49

HAll

0.0024475069

0.0012225707

0.0024488341

0.0024513223

0.0024475069

0.0024475069

0.0036787913

0.0024488341

0.0024488341

0.0024513223

50

HAO3

0.0024436916

0.0012206644

0.0024450188

0.0024475069

0.0024436916

0.0024436916

0.0036730641

0.0024450188

0.0024450188

0.0024475069

51

HA52

0.0024436916

0.0012206644

0.0024450188

0.0024475069

0.0024436916

0.0024436916

0.0036730641

0.0024450188

0.0024450188

0.0024475069

52

HAS53

0.0036690811

0.0024436916

0.0036710726

0.0036748083

0.0036690811

0.0036690811

0.0049021449

0.0036710726

0.0036710726

0.0036748083

53

HA51

0.0036748083

0.0024475069

0.0036767998

0.0036805355

0.0036748083

0.0036748083

0.0049097867

0.0036767998

0.0036767998

0.0036805355

54

HA54

0.0024436916

0.0012206644

0.0024450188

0.0024475069

0.0024436916

0.0024436916

0.0036730641

0.0024450188

0.0024450188

0.0024475069

55

HAS55

0.0036710726

0.0024450188

0.0036730641

0.0036767998

0.0036710726

0.0036710726

0.0049048012

0.0036730641

0.0036730641

0.0036767998

56

HA56

0.0024450188

0.0012213277

0.0024463459

0.0024488341

0.0024450188

0.0024450188

0.0036750556

0.0024463459

0.0024463459

0.0024488341

57

HA59

0.0036710726

0.0024450188

0.0036730641

0.0036767998

0.0036710726

0.0036710726

0.0049048012

0.0036730641

0.0036730641

0.0036767998

80




Table. 3 Cont.

20

21

22

23

24

25

26

27

28

29

38

HAG2

0.0036710726

0.0048994886

0.0036710726

0.0036730641

0.0036710726

0.0048994886

0.0036710726

0.0036710726

0.0036710726

0.0036730641

39

HA22

0.0024450188

0.0036710726

0.0024450188

0.0024463459

0.0024450188

0.0036710726

0.0024450188

0.0024450188

0.0024450188

0.0024463459

40

HA23

0.0036710726

0.0048994886

0.0036710726

0.0036730641

0.0036710726

0.0048994886

0.0036710726

0.0036710726

0.0036710726

0.0036730641

41

HA24

0.0024436916

0.0036690811

0.0024436916

0.0024450188

0.0024436916

0.0036690811

0.0024436916

0.0024436916

0.0024436916

0.0024450188

42

HA35

0.0036710726

0.0048994886

0.0036710726

0.0036730641

0.0036710726

0.0048994886

0.0036710726

0.0036710726

0.0036710726

0.0036730641

43

HA36

0.0074093203

0.0086525093

0.0074093203

0.0074133073

0.0074093203

0.0086525093

0.0074093203

0.0074093203

0.0074093203

0.0074133073

44

HA34

0.0024436916

0.0036690811

0.0024436916

0.0024450188

0.0024436916

0.0036690811

0.0024436916

0.0024436916

0.0024436916

0.0024450188

45

HA37

0.0024475069

0.0036748083

0.0024475069

0.0024488341

0.0024475069

0.0036748083

0.0024475069

0.0024475069

0.0024475069

0.0024488341

46

HA49

0.0036710726

0.0048994886

0.0036710726

0.0036730641

0.0036710726

0.0048994886

0.0036710726

0.0036710726

0.0036710726

0.0036730641

47

HA50

0.0061527057

0.0073903497

0.0061527057

0.0061560272

0.0061527057

0.0073903497

0.0061527057

0.0061527057

0.0061527057

0.0061560272

48

HA48

0.0036690811

0.0048968323

0.0036690811

0.0036710726

0.0036690811

0.0048968323

0.0036690811

0.0036690811

0.0036690811

0.0036710726

49

HAll

0.0024475069

0.0036748083

0.0024475069

0.0024488341

0.0024475069

0.0036748083

0.0024475069

0.0024475069

0.0024475069

0.0024488341

50

HAO3

0.0024436916

0.0036690811

0.0024436916

0.0024450188

0.0024436916

0.0036690811

0.0024436916

0.0024436916

0.0024436916

0.0024450188

51

HA52

0.0024436916

0.0036690811

0.0024436916

0.0024450188

0.0024436916

0.0036690811

0.0024436916

0.0024436916

0.0024436916

0.0024450188

52

HAS53

0.0036690811

0.0048968323

0.0036690811

0.0036710726

0.0036690811

0.0048968323

0.0036690811

0.0036690811

0.0036690811

0.0036710726

53

HA51

0.0036748083

0.0049044741

0.0036748083

0.0036767998

0.0036748083

0.0049044741

0.0036748083

0.0036748083

0.0036748083

0.0036767998

54

HA54

0.0024436916

0.0036690811

0.0024436916

0.0024450188

0.0024436916

0.0036690811

0.0024436916

0.0024436916

0.0024436916

0.0024450188

55

HAS55

0.0036710726

0.0048994886

0.0036710726

0.0036730641

0.0036710726

0.0048994886

0.0036710726

0.0036710726

0.0036710726

0.0036730641

56

HA56

0.0024450188

0.0036710726

0.0024450188

0.0024463459

0.0024450188

0.0036710726

0.0024450188

0.0024450188

0.0024450188

0.0024463459

57

HA59

0.0036710726

0.0048994886

0.0036710726

0.0036730641

0.0036710726

0.0048994886

0.0036710726

0.0036710726

0.0036710726

0.0036730641

81




Table. 3 Cont.

30

31

32

33

34

35

36

37

38

39

38

HAG2

0.0036730641

0.0036730641

0.0036710726

0.0036730641

0.0049048012

0.0036710726

0.0036710726

0.0036730641

39

HA22

0.0024463459

0.0024463459

0.0024450188

0.0024463459

0.0036750556

0.0024450188

0.0024450188

0.0024463459

0.0036730641

40

HA23

0.0036730641

0.0036730641

0.0036710726

0.0036730641

0.0049048012

0.0036710726

0.0036710726

0.0036730641

0.0049021449

0.0012206644

41

HA24

0.0024450188

0.0024450188

0.0024436916

0.0024450188

0.0036730641

0.0024436916

0.0024436916

0.0024450188

0.0036710726

0.0024450188

42

HA35

0.0036730641

0.0036730641

0.0036710726

0.0036730641

0.0049048012

0.0036710726

0.0036710726

0.0036730641

0.0049021449

0.0036730641

43

HA36

0.0074133073

0.0074133073

0.0074093203

0.0074133073

0.0086618154

0.0074093203

0.0074093203

0.0074133073

0.0086571624

0.0074133073

44

HA34

0.0024450188

0.0024450188

0.0024436916

0.0024450188

0.0036730641

0.0024436916

0.0024436916

0.0024450188

0.0036710726

0.0024450188

45

HA37

0.0024488341

0.0024488341

0.0024475069

0.0024488341

0.0036787913

0.0024475069

0.0024475069

0.0024488341

0.0036767998

0.0024488341

46

HA49

0.0036730641

0.0036730641

0.0036710726

0.0036730641

0.0049048012

0.0036710726

0.0036710726

0.0036730641

0.0049021449

0.0036730641

47

HA50

0.0061560272

0.0061560272

0.0061527057

0.0061560272

0.0073983239

0.0061527057

0.0061527057

0.0061560272

0.0073943368

0.0061560272

48

HA48

0.0036710726

0.0036710726

0.0036690811

0.0036710726

0.0049021449

0.0036690811

0.0036690811

0.0036710726

0.0048994886

0.0036710726

49

HAll

0.0024488341

0.0024488341

0.0024475069

0.0024488341

0.0036787913

0.0024475069

0.0024475069

0.0024488341

0.0036767998

0.0024488341

50

HAO3

0.0024450188

0.0024450188

0.0024436916

0.0024450188

0.0036730641

0.0024436916

0.0024436916

0.0024450188

0.0036710726

0.0024450188

51

HA52

0.0024450188

0.0024450188

0.0024436916

0.0024450188

0.0036730641

0.0024436916

0.0024436916

0.0024450188

0.0036710726

0.0024450188

52

HAS53

0.0036710726

0.0036710726

0.0036690811

0.0036710726

0.0049021449

0.0036690811

0.0036690811

0.0036710726

0.0048994886

0.0036710726

53

HA51

0.0036767998

0.0036767998

0.0036748083

0.0036767998

0.0049097867

0.0036748083

0.0036748083

0.0036767998

0.0049071304

0.0036767998

54

HA54

0.0024450188

0.0024450188

0.0024436916

0.0024450188

0.0036730641

0.0024436916

0.0024436916

0.0024450188

0.0036710726

0.0024450188

55

HAS55

0.0036730641

0.0036730641

0.0036710726

0.0036730641

0.0049048012

0.0036710726

0.0036710726

0.0036730641

0.0049021449

0.0036730641

56

HA56

0.0024463459

0.0024463459

0.0024450188

0.0024463459

0.0036750556

0.0024450188

0.0024450188

0.0024463459

0.0036730641

0.0024463459

57

HA59

0.0036730641

0.0036730641

0.0036710726

0.0036730641

0.0049048012

0.0036710726

0.0036710726

0.0036730641

0.0049021449

0.0036730641

82




Table. 3 Cont.

40 41 42 43 44 45 46 47 48 49
38 |HAG2

39 |HA22

40 [HA23 —

41 [HA24 |0.0012213277] ——

42 |HA35 [0.0049021449(0.0036710726|  ——

43 |HA36 |0.0086571624/0.0074093203(0.0061651807|  ——

44 |HA34 |0.0036710726(0.0024436916(0.0012213277(0.0074093203|  ——

45 |HA37 [0.0036767998|0.0024475069|0.0036767998|0.0074207989|0.0024475069]  ——

46 |HA49 |0.0049021449|0.0036710726(0.0049021449|0.0086571624/0.0036710726(0.0036767998|  ——

47 |HA50 [0.0073943368|0.0061527057|0.00739433680.0111924768|0.0061527057|0.0061622646(0.0049147721|  ——

48 |HA48 |0.0048994886|0.0036690811(0.0048994886|0.0086525093|0.0036690811]0.0036748083|0.0024450188(0.0073903497|  ——

49 |HA11 [0.0036767998|0.0024475069|0.0036767998|0.0074207989|0.0024475069|0.0024513223|0.0036767998(0.0061622646(0.0036748083|  ——

50 |HAO3 |0.0036710726|0.0024436916(0.0036710726|0.0074093203|0.0024436916]0.0024475069|0.0036710726(0.0061527057|0.0036690811|0.00244 75069
51 |HA52 |0.0036710726(0.0024436916(0.0036710726|0.0074093203|0.0024436916]0.0024475069|0.0036710726(0.0061527057|0.0036690811|0.00244 75069
52 |HA53 |0.0048994886|0.0036690811|0.0048994886]0.0086525093|0.0036690811(0.0036748083|0.0048994886(0.0073903497|0.0048968323(0.0036748083
53 |[HA51 |0.0049071304/0.0036748083|0.0049071304/0.0086659105|0.0036748083|0.0036805355(0.0049071304|0.0074018286|0.0049044741(0.0036805355
54 |HA54 |0.0036710726|0.0024436916(0.0036710726|0.0074093203/0.0024436916]0.0024475069|0.0036710726(0.0061527057|0.0036690811|0.00244 75069
55 |HA55 |0.0049021449|0.0036710726(0.0049021449|0.0086571624/0.00367107260.0036767998|0.0049021449(0.0073943368|0.0048994886|0.0036767998
56 |HA56 [0.0036730641|0.0024450188|0.0036730641|0.0074133073|0.0024450188|0.0024488341|0.0036730641(0.0061560272|0.0036710726(0.0024488341
57 |HA59 |0.0049021449|0.0036710726|0.0049021449|0.0086571624/0.0036710726)/0.0036767998]|0.0049021449(0.0073943368|0.0048994886|0.0036767998

83




Table. 3 Cont.

50

51

52

53

54

55

56

57

58

59

38

HAG2

39

HA22

40

HA23

41

HA24

42

HA35

43

HA36

44

HA34

45

HA37

46

HA49

47

HA50

48

HA48

49

HAll

50

HAO3

51

HA52

0.0024436916

52

HAS53

0.0036690811

0.0012206644

53

HA51

0.0036748083

0.0024475069

0.0036748083

54

HA54

0.0024436916

0.0024436916

0.0012206644

0.0036748083

55

HAS55

0.0036710726

0.0036710726

0.0024450188

0.0049071304

0.0012213277

56

HA56

0.0024450188

0.0024450188

0.0036710726

0.0036767998

0.0024450188

0.0012206644

57

HA59

0.0036710726

0.0036710726

0.0048994886

0.0049071304

0.0036710726

0.0024436916

0.0012206644

84




Table. 3 Cont.

60

61

62

63

64

65

66

67

68

69

38

HAG2

39

HA22

40

HA23

41

HA24

42

HA35

43

HA36

44

HA34

45

HA37

46

HA49

47

HA50

48

HA48

49

HAll

50

HAO3

51

HA52

52

HAS53

53

HA51

54

HA54

55

HAS55

56

HA56

57

HA59

85




Table. 3 Cont.

70

71

72

73

74

75

76

77

78

79

38

HAG2

39

HA22

40

HA23

41

HA24

42

HA35

43

HA36

44

HA34

45

HA37

46

HA49

47

HA50

48

HA48

49

HAll

50

HAO3

51

HA52

52

HAS53

53

HA51

54

HA54

55

HAS55

56

HA56

57

HA59

86




Table. 3 Cont.

80

81

82

83

84

85

86

87

88

89

38

HAG2

39

HA22

40

HA23

41

HA24

42

HA35

43

HA36

44

HA34

45

HA37

46

HA49

47

HA50

48

HA48

49

HAll

50

HAO3

51

HA52

52

HAS53

53

HA51

54

HA54

55

HAS55

56

HA56

57

HA59

87




Table. 3 Cont.

90

91

92

93

94

95

96

97

98

99

38

HAG2

39

HA22

40

HA23

41

HA24

42

HA35

43

HA36

44

HA34

45

HA37

46

HA49

47

HA50

48

HA48

49

HAll

50

HAO3

51

HA52

52

HAS53

53

HA51

54

HA54

55

HAS55

56

HA56

57

HA59

88




Table. 3 Cont.

100 101 102 103 104 105 106 107 108 109

38 |[HAG2

39 [HA22

40 |HA23

41 [HA24

42 [HA35

43 |HA36

44 [HA34

45 |HA37

46 [HA49

47 [HA50

48 |[HA48

49 [HA1l

50 |HAO03

51 [HA52

52 |HA53

53 |[HA51

54 |[HA54

55 [HA55

56 |HAS6

57 |HA59

89




Table. 3 Cont.

110

111

112

113

114

38

HAG2

39

HA22

40

HA23

41

HA24

42

HA35

43

HA36

44

HA34

45

HA37

46

HA49

47

HA50

48

HA48

49

HAll

50

HAO3

51

HA52

52

HAS53

53

HA51

54

HA54

55

HAS55

56

HA56

57

HA59

90



Table. 3 Cont.

1

2

3

4

5

6

7

8

9

59

HAS58

0.0110889500

0.0135718008

0.0148277441

0.0123328579

0.0148507993

0.0160873791

0.0186543729

0.0086035562

0.0061431468

60

HAG1

0.0086123047

0.0110882445

0.0123387353

0.0098520876

0.0123579211

0.0135929202

0.0186832500

0.0061365037

0.0036805355

61

HA19

0.0073634045

0.0098314403

0.0110769760

0.0110769760

0.0110942314

0.0123262035

0.0173941982

0.0073594172

0.0024475069

62

HA20

0.0086035562

0.0110769760

0.0123262035

0.0123262035

0.0123453895

0.0135791230

0.0186643694

0.0085989028

0.0036767998

63

HA45

0.0048994886

0.0073594172

0.0085989028

0.0085989028

0.0086123047

0.0098420803

0.0148809285

0.0048968323

0.0024475069

64

N329

0.0086123047

0.0110882445

0.0123387353

0.0123387353

0.0123579211

0.0135929202

0.0186832500

0.0086076513

0.0061460628

65

HAG5

0.0098574074

0.0123387353

0.0135929202

0.0135929202

0.0136140391

0.0148507993

0.0199583946

0.0098520876

0.0049147721

66

HAG6

0.0098520876

0.0123320809

0.0110942314

0.0135855981

0.0136067172

0.0148428091

0.0199477288

0.0098467677

0.0049121159

67

HAG64

0.0073748836

0.0098467677

0.0110942314

0.0110942314

0.0111114866

0.0123453895

0.0174211318

0.0073708964

0.0024513223

68

HA46

0.0073673917

0.0098367603

0.0110829630

0.0110829630

0.0111002183

0.0123328579

0.0174035255

0.0073634045

0.0024488341

69

HA47

0.0073673917

0.0098367603

0.0110829630

0.0110829630

0.0111002183

0.0123328579

0.0174035255

0.0073634045

0.0024488341

70

HAG3

0.0086169580

0.0110942314

0.0123453895

0.0123453895

0.0123645752

0.0136002422

0.0186932462

0.0086123047

0.0036825270

71

HAO06

0.0123328579

0.0148197537

0.0160787201

0.0160787201

0.0136002422

0.0148357344

0.0224730524

0.0123262035

0.0073788708

72

HAO7

0.0098420803

0.0123195491

0.0135718008

0.0135718008

0.0135929202

0.0148277441

0.0199275718

0.0098367603

0.0049071304

73

HAO8

0.0073634045

0.0098314403

0.0110769760

0.0110769760

0.0110942314

0.0123262035

0.0173941982

0.0073594172

0.0024475069

74

HAO04

0.0073673917

0.0098367603

0.0110829630

0.0110829630

0.0111002183

0.0123328579

0.0174035255

0.0073634045

0.0024488341

75

HAO5

0.0073673917

0.0098367603

0.0110829630

0.0110829630

0.0111002183

0.0123328579

0.0174035255

0.0073634045

0.0049071304

76

HA84

0.0136700724

0.0161777097

0.0174480647

0.0174480647

0.0174749970

0.0174480647

0.0239020091

0.0136627509

0.0162027014

77

HA92

0.0175381854

0.0200710132

0.0200710132

0.0200710132

0.0201018322

0.0200710132

0.0278965977

0.0175288596

0.0201018322

78

HA90

0.0111459960

0.0136416328

0.0149039827

0.0149039827

0.0149270364

0.0149039827

0.0213128766

0.0111400095

0.0136627509

91




Table. 3 Cont.

10

11

12

13

14

15

16

17

18

19

59

HAS58

0.0061335877

0.0049021449

0.0061369092

0.0061431468

0.0061335877

0.0061335877

0.0073753661

0.0061369092

0.0061369092

0.0061431468

60

HAG1

0.0036748083

0.0024475069

0.0036767998

0.0036805355

0.0036748083

0.0036748083

0.0049097867

0.0036767998

0.0036767998

0.0036805355

61

HA19

0.0024436916

0.0012206644

0.0024450188

0.0024475069

0.0024436916

0.0024436916

0.0036730641

0.0024450188

0.0024450188

0.0024475069

62

HA20

0.0036710726

0.0024450188

0.0036730641

0.0036767998

0.0036710726

0.0036710726

0.0049048012

0.0036730641

0.0036730641

0.0036767998

63

HA45

0.0024436916

0.0012206644

0.0024450188

0.0024475069

0.0024436916

0.0024436916

0.0036730641

0.0024450188

0.0024450188

0.0024475069

64

N329

0.0061365037

0.0049044741

0.0061398253

0.0061460628

0.0061365037

0.0061365037

0.0073788708

0.0061398253

0.0061398253

0.0061460628

65

HAG5

0.0049071304

0.0036767998

0.0049097867

0.0049147721

0.0049071304

0.0049071304

0.0061464682

0.0049097867

0.0049097867

0.0049147721

66

HAG6

0.0049044741

0.0036748083

0.0049071304

0.0049121159

0.0049044741

0.0049044741

0.0061431468

0.0049071304

0.0049071304

0.0049121159

67

HAG64

0.0024475069

0.0012225707

0.0024488341

0.0024513223

0.0024475069

0.0024475069

0.0036787913

0.0024488341

0.0024488341

0.0024513223

68

HA46

0.0024450188

0.0012213277

0.0024463459

0.0024488341

0.0024450188

0.0024450188

0.0036750556

0.0024463459

0.0024463459

0.0024488341

69

HA47

0.0024450188

0.0012213277

0.0024463459

0.0024488341

0.0024450188

0.0024450188

0.0036750556

0.0024463459

0.0024463459

0.0024488341

70

HAG3

0.0036767998

0.0024488341

0.0036787913

0.0036825270

0.0036767998

0.0036767998

0.0049124429

0.0036787913

0.0036787913

0.0036825270

71

HAO06

0.0073673917

0.0061335877

0.0073713789

0.0073788708

0.0073673917

0.0073673917

0.0086128629

0.0073713789

0.0073713789

0.0073788708

72

HAO7

0.0048994886

0.0036710726

0.0049021449

0.0049071304

0.0048994886

0.0048994886

0.0061369092

0.0049021449

0.0049021449

0.0049071304

73

HAO8

0.0024436916

0.0012206644

0.0024450188

0.0024475069

0.0024436916

0.0024436916

0.0036730641

0.0024450188

0.0024450188

0.0024475069

74

HAO04

0.0024450188

0.0012213277

0.0024463459

0.0024488341

0.0024450188

0.0024450188

0.0036750556

0.0024463459

0.0024463459

0.0024488341

75

HAO5

0.0048994886

0.0036710726

0.0049021449

0.0049071304

0.0048994886

0.0048994886

0.0061369092

0.0049021449

0.0049021449

0.0049071304

76

HA84

0.0161777097

0.0149190469

0.0161863677

0.0162027014

0.0161777097

0.0161777097

0.0174573914

0.0161863677

0.0161863677

0.0162027014

77

HA92

0.0200710132

0.0187987510

0.0200816775

0.0201018322

0.0200710132

0.0200710132

0.0213683124

0.0200816775

0.0200816775

0.0201018322

78

HA90

0.0136416328

0.0123896379

0.0136489544

0.0136627509

0.0136416328

0.0136416328

0.0149119724

0.0136489544

0.0136489544

0.0136627509

92




Table. 3 Cont.

20

21

22

23

24

25

26

27

28

29

59

HAS58

0.0061335877

0.0073673917

0.0061335877

0.0061369092

0.0061335877

0.0073673917

0.0061335877

0.0061335877

0.0061335877

0.0061369092

60

HAG1

0.0036748083

0.0049044741

0.0036748083

0.0036767998

0.0036748083

0.0049044741

0.0036748083

0.0036748083

0.0036748083

0.0036767998

61

HA19

0.0024436916

0.0036690811

0.0024436916

0.0024450188

0.0024436916

0.0036690811

0.0024436916

0.0024436916

0.0024436916

0.0024450188

62

HA20

0.0036710726

0.0048994886

0.0036710726

0.0036730641

0.0036710726

0.0048994886

0.0036710726

0.0036710726

0.0036710726

0.0036730641

63

HA45

0.0024436916

0.0036690811

0.0024436916

0.0024450188

0.0024436916

0.0036690811

0.0024436916

0.0024436916

0.0024436916

0.0024450188

64

N329

0.0061365037

0.0073708964

0.0061365037

0.0061398253

0.0061365037

0.0073708964

0.0061365037

0.0061365037

0.0061365037

0.0061398253

65

HAG5

0.0049071304

0.0061398253

0.0049071304

0.0049097867

0.0049071304

0.0061398253

0.0049071304

0.0049071304

0.0049071304

0.0049097867

66

HAG6

0.0049044741

0.0061365037

0.0049044741

0.0049071304

0.0049044741

0.0061365037

0.0049044741

0.0049044741

0.0049044741

0.0049071304

67

HAG64

0.0024475069

0.0036748083

0.0024475069

0.0024488341

0.0024475069

0.0036748083

0.0024475069

0.0024475069

0.0024475069

0.0024488341

68

HA46

0.0024450188

0.0036710726

0.0024450188

0.0024463459

0.0024450188

0.0036710726

0.0024450188

0.0024450188

0.0024450188

0.0024463459

69

HA47

0.0024450188

0.0036710726

0.0024450188

0.0024463459

0.0024450188

0.0036710726

0.0024450188

0.0024450188

0.0024450188

0.0024463459

70

HAG3

0.0036767998

0.0049071304

0.0036767998

0.0036787913

0.0036767998

0.0049071304

0.0036767998

0.0036767998

0.0036767998

0.0036787913

71

HAO06

0.0073673917

0.0086035562

0.0073673917

0.0073713789

0.0073673917

0.0086035562

0.0073673917

0.0073673917

0.0073673917

0.0073713789

72

HAO7

0.0048994886

0.0061302662

0.0048994886

0.0049021449

0.0048994886

0.0061302662

0.0048994886

0.0048994886

0.0048994886

0.0049021449

73

HAO8

0.0024436916

0.0036690811

0.0024436916

0.0024450188

0.0024436916

0.0036690811

0.0024436916

0.0024436916

0.0024436916

0.0024450188

74

HAO04

0.0024450188

0.0036710726

0.0024450188

0.0024463459

0.0024450188

0.0036710726

0.0024450188

0.0024450188

0.0024450188

0.0024463459

75

HAO5

0.0048994886

0.0061302662

0.0048994886

0.0049021449

0.0048994886

0.0061302662

0.0048994886

0.0048994886

0.0048994886

0.0049021449

76

HA84

0.0161777097

0.0174387379

0.0161777097

0.0161863677

0.0161777097

0.0174387379

0.0161777097

0.0161777097

0.0161777097

0.0161863677

77

HA92

0.0200710132

0.0213456446

0.0200710132

0.0200816775

0.0200710132

0.0213456446

0.0200710132

0.0200710132

0.0200710132

0.0200816775

78

HA90

0.0136416328

0.0148959930

0.0136416328

0.0136489544

0.0136416328

0.0148959930

0.0136416328

0.0136416328

0.0136416328

0.0136489544

93




Table. 3 Cont.

30

31

32

33

34

35

36

37

38

39

59

HAS58

0.0061369092

0.0061369092

0.0061335877

0.0061369092

0.0073753661

0.0061335877

0.0061335877

0.0061369092

0.0073713789

0.0061369092

60

HAG1

0.0036767998

0.0036767998

0.0036748083

0.0036767998

0.0049097867

0.0036748083

0.0036748083

0.0036767998

0.0049071304

0.0036767998

61

HA19

0.0024450188

0.0024450188

0.0024436916

0.0024450188

0.0036730641

0.0024436916

0.0024436916

0.0024450188

0.0036710726

0.0024450188

62

HA20

0.0036730641

0.0036730641

0.0036710726

0.0036730641

0.0049048012

0.0036710726

0.0036710726

0.0036730641

0.0049021449

0.0036730641

63

HA45

0.0024450188

0.0024450188

0.0024436916

0.0024450188

0.0036730641

0.0024436916

0.0024436916

0.0024450188

0.0036710726

0.0024450188

64

N329

0.0061398253

0.0061398253

0.0061365037

0.0061398253

0.0073788708

0.0061365037

0.0061365037

0.0061398253

0.0073748836

0.0061398253

65

HAG5

0.0049097867

0.0049097867

0.0049071304

0.0049097867

0.0061464682

0.0049071304

0.0049071304

0.0049097867

0.0061431468

0.0049097867

66

HAG6

0.0049071304

0.0049071304

0.0049044741

0.0049071304

0.0061431468

0.0049044741

0.0049044741

0.0049071304

0.0061398253

0.0049071304

67

HAG64

0.0024488341

0.0024488341

0.0024475069

0.0024488341

0.0036787913

0.0024475069

0.0024475069

0.0024488341

0.0036767998

0.0024488341

68

HA46

0.0024463459

0.0024463459

0.0024450188

0.0024463459

0.0036750556

0.0024450188

0.0024450188

0.0024463459

0.0036730641

0.0024463459

69

HA47

0.0024463459

0.0024463459

0.0024450188

0.0024463459

0.0036750556

0.0024450188

0.0024450188

0.0024463459

0.0036730641

0.0024463459

70

HAG3

0.0036787913

0.0036787913

0.0036767998

0.0036787913

0.0049124429

0.0036767998

0.0036767998

0.0036787913

0.0049097867

0.0036787913

71

HAO06

0.0073713789

0.0073713789

0.0073673917

0.0073713789

0.0086128629

0.0073673917

0.0073673917

0.0073713789

0.0086082095

0.0073713789

72

HAO7

0.0049021449

0.0049021449

0.0048994886

0.0049021449

0.0061369092

0.0048994886

0.0048994886

0.0049021449

0.0061335877

0.0049021449

73

HAO8

0.0024450188

0.0024450188

0.0024436916

0.0024450188

0.0036730641

0.0024436916

0.0024436916

0.0024450188

0.0036710726

0.0024450188

74

HAO04

0.0024463459

0.0024463459

0.0024450188

0.0024463459

0.0036750556

0.0024450188

0.0024450188

0.0024463459

0.0036730641

0.0024463459

75

HAO5

0.0049021449

0.0049021449

0.0048994886

0.0049021449

0.0061369092

0.0048994886

0.0048994886

0.0049021449

0.0061335877

0.0049021449

76

HA84

0.0161863677

0.0161863677

0.0161777097

0.0161863677

0.0174573914

0.0161777097

0.0161777097

0.0161863677

0.0174480647

0.0161863677

77

HA92

0.0200816775

0.0200816775

0.0200710132

0.0200816775

0.0213683124

0.0200710132

0.0200710132

0.0200816775

0.0213569786

0.0200816775

78

HA90

0.0136489544

0.0136489544

0.0136416328

0.0136489544

0.0149119724

0.0136416328

0.0136416328

0.0136489544

0.0149039827

0.0136489544

94




Table. 3 Cont.

40

41

42

43

44

45

46

47

48

49

59

HAS58

0.0073713789

0.0061335877

0.0073713789

0.0111579689

0.0061335877

0.0061431468

0.0073713789

0.0098833739

0.0073673917

0.0061431468

60

HAG1

0.0049071304

0.0036748083

0.0049071304

0.0086659105

0.0036748083

0.0036805355

0.0049071304

0.0074018286

0.0049044741

0.0036805355

61

HA19

0.0036710726

0.0024436916

0.0036710726

0.0074093203

0.0024436916

0.0024475069

0.0036710726

0.0061527057

0.0036690811

0.0024475069

62

HA20

0.0049021449

0.0036710726

0.0049021449

0.0086571624

0.0036710726

0.0036767998

0.0049021449

0.0073943368

0.0048994886

0.0036767998

63

HA45

0.0036710726

0.0024436916

0.0036710726

0.0074093203

0.0024436916

0.0024475069

0.0036710726

0.0061527057

0.0036690811

0.0024475069

64

N329

0.0073748836

0.0061365037

0.0073748836

0.0111632503

0.0061365037

0.0061460628

0.0073748836

0.0098880612

0.0073708964

0.0061460628

65

HAG5

0.0061431468

0.0049071304

0.0061431468

0.0099187141

0.0049071304

0.0049147721

0.0061431468

0.0086484142

0.0061398253

0.0049147721

66

HAG6

0.0061398253

0.0049044741

0.0061398253

0.0099133946

0.0049044741

0.0036805355

0.0061398253

0.0086437611

0.0061365037

0.0049121159

67

HAG64

0.0036767998

0.0024475069

0.0036767998

0.0074207989

0.0024475069

0.0024513223

0.0036767998

0.0061622646

0.0036748083

0.0024513223

68

HA46

0.0036730641

0.0024450188

0.0036730641

0.0074133073

0.0024450188

0.0024488341

0.0036730641

0.0061560272

0.0036710726

0.0024488341

69

HA47

0.0036730641

0.0024450188

0.0036730641

0.0074133073

0.0024450188

0.0024488341

0.0036730641

0.0061560272

0.0036710726

0.0024488341

70

HAG3

0.0049097867

0.0036767998

0.0049097867

0.0086705635

0.0036767998

0.0036825270

0.0049097867

0.0074058156

0.0049071304

0.0036825270

71

HAO06

0.0086082095

0.0073673917

0.0086082095

0.0124095993

0.0073673917

0.0073788708

0.0086082095

0.0111294466

0.0086035562

0.0073788708

72

HAO7

0.0061335877

0.0048994886

0.0061335877

0.0099033878

0.0048994886

0.0049071304

0.0061335877

0.0086350128

0.0061302662

0.0049071304

73

HAO8

0.0036710726

0.0024436916

0.0036710726

0.0074093203

0.0024436916

0.0024475069

0.0036710726

0.0061527057

0.0036690811

0.0024475069

74

HAO04

0.0036730641

0.0024450188

0.0036730641

0.0074133073

0.0024450188

0.0024488341

0.0036730641

0.0061560272

0.0036710726

0.0024488341

75

HAO5

0.0061335877

0.0048994886

0.0061335877

0.0099033878

0.0048994886

0.0049071304

0.0061335877

0.0086350128

0.0061302662

0.0049071304

76

HA84

0.0174480647

0.0161777097

0.0174480647

0.0213784117

0.0161777097

0.0162027014

0.0174480647

0.0200508580

0.0174387379

0.0136416328

77

HA92

0.0213569786

0.0200710132

0.0213569786

0.0253515777

0.0200710132

0.0201018322

0.0213569786

0.0240006955

0.0213456446

0.0175019286

78

HA90

0.0149039827

0.0136416328

0.0149039827

0.0187987510

0.0136416328

0.0136627509

0.0149039827

0.0174843234

0.0148959930

0.0111227548

95




Table. 3 Cont.

50

51

52

53

54

55

56

57

58

59

59

HAS58

0.0061335877

0.0061335877

0.0073673917

0.0073788708

0.0061335877

0.0048994886

0.0036710726

0.0048994886

0.0024436916

60

HAG1

0.0036748083

0.0036748083

0.0049044741

0.0049121159

0.0036748083

0.0049071304

0.0036767998

0.0049071304

0.0049097867

0.0049097867

61

HA19

0.0024436916

0.0024436916

0.0036690811

0.0036748083

0.0024436916

0.0036710726

0.0024450188

0.0036710726

0.0036730641

0.0061335877

62

HA20

0.0036710726

0.0036710726

0.0048994886

0.0049071304

0.0036710726

0.0049021449

0.0036730641

0.0049021449

0.0049048012

0.0073713789

63

HA45

0.0024436916

0.0024436916

0.0036690811

0.0036748083

0.0024436916

0.0036710726

0.0024450188

0.0036710726

0.0036730641

0.0061335877

64

N329

0.0061365037

0.0061365037

0.0073708964

0.0073823755

0.0061365037

0.0073748836

0.0061398253

0.0073748836

0.0073788708

0.0098574074

65

HAG5

0.0049071304

0.0049071304

0.0061398253

0.0061493843

0.0049071304

0.0061431468

0.0049097867

0.0061431468

0.0061464682

0.0086216112

66

HAG6

0.0049044741

0.0049044741

0.0061365037

0.0061460628

0.0049044741

0.0061398253

0.0049071304

0.0061398253

0.0061431468

0.0086169580

67

HAG64

0.0024475069

0.0024475069

0.0036748083

0.0036805355

0.0024475069

0.0036767998

0.0024488341

0.0036767998

0.0036787913

0.0061431468

68

HA46

0.0024450188

0.0024450188

0.0036710726

0.0036767998

0.0024450188

0.0036730641

0.0024463459

0.0036730641

0.0036750556

0.0061369092

69

HA47

0.0024450188

0.0024450188

0.0036710726

0.0036767998

0.0024450188

0.0036730641

0.0024463459

0.0036730641

0.0036750556

0.0061369092

70

HAG3

0.0036767998

0.0036767998

0.0049071304

0.0049147721

0.0036767998

0.0049097867

0.0036787913

0.0049097867

0.0049124429

0.0073828579

71

HAO06

0.0073673917

0.0073673917

0.0086035562

0.0086169580

0.0073673917

0.0086082095

0.0073713789

0.0086082095

0.0086128629

0.0110949368

72

HAO7

0.0048994886

0.0048994886

0.0061302662

0.0061398253

0.0048994886

0.0061335877

0.0049021449

0.0061335877

0.0061369092

0.0086082095

73

HAO8

0.0024436916

0.0024436916

0.0036690811

0.0036748083

0.0024436916

0.0036710726

0.0024450188

0.0036710726

0.0036730641

0.0061335877

74

HAO04

0.0024450188

0.0024450188

0.0036710726

0.0036767998

0.0024450188

0.0036730641

0.0024463459

0.0036730641

0.0036750556

0.0061369092

75

HAO5

0.0048994886

0.0048994886

0.0061302662

0.0061398253

0.0048994886

0.0061335877

0.0049021449

0.0036730641

0.0061369092

0.0086082095

76

HA84

0.0161777097

0.0149190469

0.0136627509

0.0148959930

0.0136627509

0.0149270364

0.0161863677

0.0174480647

0.0174573914

0.0199892166

77

HA92

0.0200710132

0.0187987510

0.0200710132

0.0187698769

0.0200710132

0.0213569786

0.0200816775

0.0200816775

0.0187987510

0.0213456446

78

HA90

0.0136416328

0.0123896379

0.0136416328

0.0123704526

0.0136416328

0.0149039827

0.0136489544

0.0149039827

0.0149119724

0.0174304588

96




Table. 3 Cont.

60

61

62

63

64

65

66

67

68

69

59

HAS58

60

HAG1

61

HA19

0.0036748083

62

HA20

0.0049071304

0.0012213277

63

HA45

0.0036748083

0.0024436916

0.0036710726

64

N329

0.0073823755

0.0061365037

0.0073748836

0.0036748083

65

HAG5

0.0061493843

0.0049071304

0.0061431468

0.0049071304

0.0061302662

66

HAG6

0.0061460628

0.0049044741

0.0061398253

0.0049044741

0.0061269446

0.0024450188

67

HAG64

0.0036805355

0.0024475069

0.0036767998

0.0024475069

0.0036690811

0.0024450188

0.0024436916

68

HA46

0.0036767998

0.0024450188

0.0036730641

0.0024450188

0.0049044741

0.0036767998

0.0036748083

0.0012225707

69

HA47

0.0036767998

0.0024450188

0.0036730641

0.0024450188

0.0061398253

0.0049097867

0.0049071304

0.0024488341

0.0024463459

70

HAG3

0.0049147721

0.0036767998

0.0049097867

0.0036767998

0.0048994886

0.0036730641

0.0036710726

0.0012213277

0.0024488341

0.0012225707

71

HAO06

0.0086169580

0.0073673917

0.0086082095

0.0073673917

0.0111002183

0.0098627273

0.0098574074

0.0073788708

0.0073713789

0.0073713789

72

HAO7

0.0061398253

0.0048994886

0.0061335877

0.0048994886

0.0086123047

0.0073788708

0.0073748836

0.0049071304

0.0049021449

0.0049021449

73

HAO8

0.0036748083

0.0024436916

0.0036710726

0.0024436916

0.0061365037

0.0049071304

0.0049044741

0.0024475069

0.0024450188

0.0024450188

74

HAO04

0.0036767998

0.0024450188

0.0036730641

0.0024450188

0.0061398253

0.0049097867

0.0049071304

0.0024488341

0.0024463459

0.0024463459

75

HAO5

0.0061398253

0.0048994886

0.0061335877

0.0048994886

0.0086123047

0.0073788708

0.0073748836

0.0049071304

0.0049021449

0.0049021449

76

HA84

0.0174656705

0.0161777097

0.0174480647

0.0136627509

0.0174656705

0.0187410020

0.0187310063

0.0162027014

0.0161863677

0.0161863677

77

HA92

0.0213784117

0.0200710132

0.0213569786

0.0175288596

0.0213784117

0.0226693649

0.0226573614

0.0201018322

0.0200816775

0.0200816775

78

HA90

0.0149190469

0.0136416328

0.0149039827

0.0111400095

0.0149190469

0.0161863677

0.0161777097

0.0136627509

0.0136489544

0.0136489544

97




Table. 3 Cont.

70 71 72 73 74 75 76 77 78 79
59 [HA58
60 |HAG1
61 |[HA19
62 |HA20
63 |HA45
64 [N329
65 |HAGS
66 |HAGG
67 |HAG4
68 |HA46
69 |HA47
70 |HAGB3 —
71 |[HAO6 |0.0086216112 —
72 |HAO7 |0.0061431468|0.0024450188 —
73 |HAO8 |0.0036767998|0.0049021449(0.0024450188 —
74 |HAO4 |0.0036787913|0.0048994886(0.0024436916|0.0024450188 —
75 |HAOS5 |0.0061431468|0.0073634045(0.0048968323(0.0048994886(0.0024436916 —
76 |HA84 |0.0174749970(0.0212586731(0.0187121264(0.0161777097({0.0161863677(0.0161863677 —
77 |[HA92 |0.0213897452|0.0252104288(0.0226346479|0.0200710132(0.0200816775|0.0188087459|0.0073978415 —
78 |[HA90 ]0.0149270364|0.0186932462|0.0161613756]0.0136416328(0.0136489544)|0.0136489544|0.0073938544|0.0086525093 —

98




Table. 3 Cont.

80

81

82

83

84

85

86

87

88

89

59

HAS58

60

HAG1

61

HA19

62

HA20

63

HA45

64

N329

65

HAG5

66

HAG6

67

HAG64

68

HA46

69

HA47

70

HAG3

71

HAO06

72

HAO7

73

HAO8

74

HAO04

75

HAO5

76

HA84

77

HA92

78

HA90

99




Table. 3 Cont.

90

91

92

93

94

95

96

97

98

99

59

HAS58

60

HAG1

61

HA19

62

HA20

63

HA45

64

N329

65

HAG5

66

HAG6

67

HAG64

68

HA46

69

HA47

70

HAG3

71

HAO06

72

HAO7

73

HAO8

74

HAO04

75

HAO5

76

HA84

77

HA92

78

HA90

100




Table. 3 Cont.

100 101 102 103 104 105 106 107 108 109

59 [HA58

60 |HAG1

61 |[HA19

62 |HA20

63 |HA45

64 [N329

65 |HAGS

66 |HAGG

67 |HAG4

68 |HA46

69 |HA47

70 |HAGB3

71 |HAOG6

72 |HAQ7

73 |HAO8

74 |HAO4

75 |HAQOS

76 |HA84

77 |HA92

78 |HA90

101




Table. 3 Cont.

110

111

112

113

114

59

HAS58

60

HAG1

61

HA19

62

HA20

63

HA45

64

N329

65

HAG5

66

HAG6

67

HAG64

68

HA46

69

HA47

70

HAG3

71

HAO06

72

HAO7

73

HAO8

74

HAO04

75

HAO5

76

HA84

77

HA92

78

HA90

102



Table. 3 Cont.

1

2

3

4

5

6

7

8

9

80

HA91

0.0111519825

0.0136489544

0.0149119724

0.0149119724

0.0149350259

0.0149119724

0.0213242111

0.0111459960

0.0136700724

81

HA100

0.0124154766

0.0149190469

0.0161863677

0.0136700724

0.0162113591

0.0161863677

0.0174211318

0.0099080751

0.0149421004

82

HA87

0.0086391079

0.0111227548

0.0123771066

0.0123771066

0.0123962918

0.0123771066

0.0187410020

0.0086344547

0.0111400095

83

HA89

0.0098880612

0.0123771066

0.0136351577

0.0136351577

0.0136562759

0.0136351577

0.0200200378

0.0098827415

0.0123962918

84

HAB86

0.0098880612

0.0123771066

0.0136351577

0.0136351577

0.0136562759

0.0136351577

0.0200200378

0.0098827415

0.0123962918

85

HAS88

0.0098880612

0.0123771066

0.0136351577

0.0136351577

0.0136562759

0.0136351577

0.0200200378

0.0098827415

0.0123962918

86

HA95

0.0111287414

0.0136205142

0.0148809285

0.0148809285

0.0149039827

0.0148809285

0.0187410020

0.0111227548

0.0136416328

87

HA96

0.0123962918

0.0148959930

0.0161613756

0.0161613756

0.0161863677

0.0161613756

0.0200401934

0.0123896379

0.0149190469

88

HA98

0.0123837606

0.0148809285

0.0161450414

0.0161450414

0.0161700338

0.0161450414

0.0200200378

0.0123771066

0.0149039827

89

HA99

0.0136351577

0.0161363830

0.0148889184

0.0148889184

0.0174304588

0.0174035255

0.0212914426

0.0136278360

0.0161613756

90

HA97

0.0111347280

0.0136278360

0.0148889184

0.0148889184

0.0149119724

0.0148889184

0.0187509976

0.0111287414

0.0136489544

91

HA82

0.0111287414

0.0136205142

0.0148809285

0.0148809285

0.0149039827

0.0148809285

0.0212801077

0.0111227548

0.0136416328

92

HA83

0.0073863626

0.0098620948

0.0111114866

0.0111114866

0.0111287414

0.0123645752

0.0174480647

0.0073823755

0.0098774218

93

HA94

0.0111407146

0.0136351577

0.0148969082

0.0148969082

0.0149199619

0.0148969082

0.0187410020

0.0111347280

0.0136562759

94

HA108

0.0148809285

0.0173848708

0.0161363830

0.0161363830

0.0186832500

0.0186543729

0.0225532054

0.0148729386

0.0148959930

95

HA109

0.0136278360

0.0161277245

0.0148809285

0.0148809285

0.0174211318

0.0173941982

0.0212801077

0.0136205142

0.0136416328

96

HA110

0.0123771066

0.0148729386

0.0136278360

0.0136278360

0.0161613756

0.0161363830

0.0200093727

0.0123704526

0.0123896379

97

HA114

0.0136278360

0.0161277245

0.0148809285

0.0148809285

0.0174211318

0.0173941982

0.0212801077

0.0136205142

0.0136416328

98

HA113

0.0149119724

0.0174211318

0.0161700338

0.0161700338

0.0187221223

0.0186932462

0.0225999297

0.0149039827

0.0149270364

99

HA101

0.0149270364

0.0174387379

0.0161863677

0.0161863677

0.0187410020

0.0187121264

0.0174211318

0.0149190469

0.0149421004

103




Table. 3 Cont.

10

11

12

13

14

15

16

17

18

19

80

HA91

0.0136489544

0.0123962918

0.0136562759

0.0136700724

0.0136489544

0.0136489544

0.0149199619

0.0136562759

0.0136562759

0.0136700724

81

HA100

0.0149190469

0.0136627509

0.0149270364

0.0149421004

0.0149190469

0.0149190469

0.0161950255

0.0149270364

0.0149270364

0.0149421004

82

HA87

0.0111227548

0.0098774218

0.0111287414

0.0111400095

0.0111227548

0.0111227548

0.0123837606

0.0111287414

0.0111287414

0.0111400095

83

HA89

0.0123771066

0.0111287414

0.0123837606

0.0123962918

0.0123771066

0.0123771066

0.0136424794

0.0123837606

0.0123837606

0.0123962918

84

HAB86

0.0123771066

0.0111287414

0.0123837606

0.0123962918

0.0123771066

0.0123771066

0.0136424794

0.0123837606

0.0123837606

0.0123962918

85

HAS88

0.0123771066

0.0111287414

0.0123837606

0.0123962918

0.0123771066

0.0123771066

0.0136424794

0.0123837606

0.0123837606

0.0123962918

86

HA95

0.0136205142

0.0123704526

0.0136278360

0.0136416328

0.0136205142

0.0136205142

0.0148889184

0.0136278360

0.0136278360

0.0136416328

87

HA96

0.0148959930

0.0136416328

0.0149039827

0.0149190469

0.0148959930

0.0148959930

0.0161700338

0.0149039827

0.0149039827

0.0149190469

88

HA98

0.0148809285

0.0136278360

0.0148889184

0.0149039827

0.0123771066

0.0148809285

0.0161536997

0.0148889184

0.0148889184

0.0149039827

89

HA99

0.0161363830

0.0148809285

0.0161450414

0.0161613756

0.0136278360

0.0161363830

0.0174128527

0.0161450414

0.0161450414

0.0161613756

90

HA97

0.0136278360

0.0123771066

0.0136351577

0.0136489544

0.0136278360

0.0136278360

0.0148969082

0.0136351577

0.0136351577

0.0136489544

91

HA82

0.0136205142

0.0123704526

0.0136278360

0.0136416328

0.0136205142

0.0136205142

0.0148889184

0.0136278360

0.0136278360

0.0136416328

92

HA83

0.0098620948

0.0086210531

0.0098674147

0.0098774218

0.0098620948

0.0098620948

0.0111174733

0.0098674147

0.0098674147

0.0098774218

93

HA94

0.0136351577

0.0123837606

0.0136424794

0.0136562759

0.0136351577

0.0136351577

0.0149048979

0.0136424794

0.0136424794

0.0136562759

94

HA108

0.0148729386

0.0136205142

0.0148809285

0.0148959930

0.0148729386

0.0148729386

0.0161450414

0.0148809285

0.0148809285

0.0148959930

95

HA109

0.0136205142

0.0123704526

0.0136278360

0.0136416328

0.0136205142

0.0136205142

0.0148889184

0.0136278360

0.0136278360

0.0136416328

96

HA110

0.0123704526

0.0111227548

0.0123771066

0.0123896379

0.0123704526

0.0123704526

0.0136351577

0.0123771066

0.0123771066

0.0123896379

97

HA114

0.0136205142

0.0123704526

0.0136278360

0.0136416328

0.0136205142

0.0136205142

0.0148889184

0.0136278360

0.0136278360

0.0136416328

98

HA113

0.0149039827

0.0136489544

0.0149119724

0.0149270364

0.0149039827

0.0149039827

0.0161786918

0.0149119724

0.0149119724

0.0149270364

99

HA101

0.0149190469

0.0136627509

0.0149270364

0.0149421004

0.0149190469

0.0149190469

0.0161950255

0.0149270364

0.0149270364

0.0149421004

104




Table. 3 Cont.

20

21

22

23

24

25

26

27

28

29

80

HA91

0.0136489544

0.0149039827

0.0136489544

0.0136562759

0.0136489544

0.0149039827

0.0136489544

0.0136489544

0.0136489544

0.0136562759

81

HA100

0.0149190469

0.0161777097

0.0149190469

0.0149270364

0.0149190469

0.0161777097

0.0149190469

0.0149190469

0.0149190469

0.0149270364

82

HA87

0.0111227548

0.0123704526

0.0111227548

0.0111287414

0.0111227548

0.0123704526

0.0111227548

0.0111227548

0.0111227548

0.0111287414

83

HA89

0.0123771066

0.0136278360

0.0123771066

0.0123837606

0.0123771066

0.0136278360

0.0123771066

0.0123771066

0.0123771066

0.0123837606

84

HAB86

0.0123771066

0.0136278360

0.0123771066

0.0123837606

0.0123771066

0.0136278360

0.0123771066

0.0123771066

0.0123771066

0.0098774218

85

HAS88

0.0123771066

0.0136278360

0.0123771066

0.0123837606

0.0123771066

0.0136278360

0.0123771066

0.0123771066

0.0123771066

0.0123837606

86

HA95

0.0136205142

0.0148729386

0.0136205142

0.0136278360

0.0136205142

0.0148729386

0.0136205142

0.0136205142

0.0136205142

0.0136278360

87

HA96

0.0148959930

0.0161527174

0.0148959930

0.0149039827

0.0148959930

0.0161527174

0.0148959930

0.0148959930

0.0148959930

0.0149039827

88

HA98

0.0148809285

0.0161363830

0.0148809285

0.0148889184

0.0148809285

0.0161363830

0.0148809285

0.0148809285

0.0148809285

0.0148889184

89

HA99

0.0161363830

0.0173941982

0.0161363830

0.0161450414

0.0161363830

0.0173941982

0.0161363830

0.0161363830

0.0161363830

0.0161450414

90

HA97

0.0136278360

0.0148809285

0.0136278360

0.0136351577

0.0136278360

0.0148809285

0.0136278360

0.0136278360

0.0136278360

0.0136351577

91

HA82

0.0136205142

0.0148729386

0.0136205142

0.0136278360

0.0136205142

0.0148729386

0.0136205142

0.0136205142

0.0136205142

0.0136278360

92

HA83

0.0098620948

0.0111054998

0.0098620948

0.0098674147

0.0098620948

0.0111054998

0.0098620948

0.0098620948

0.0098620948

0.0098674147

93

HA94

0.0136351577

0.0148889184

0.0136351577

0.0136424794

0.0136351577

0.0148889184

0.0136351577

0.0136351577

0.0136351577

0.0136424794

94

HA108

0.0148729386

0.0161277245

0.0148729386

0.0148809285

0.0148729386

0.0161277245

0.0148729386

0.0148729386

0.0148729386

0.0148809285

95

HA109

0.0136205142

0.0148729386

0.0136205142

0.0136278360

0.0136205142

0.0148729386

0.0136205142

0.0136205142

0.0136205142

0.0136278360

96

HA110

0.0123704526

0.0136205142

0.0123704526

0.0123771066

0.0123704526

0.0136205142

0.0123704526

0.0123704526

0.0123704526

0.0123771066

97

HA114

0.0136205142

0.0148729386

0.0136205142

0.0136278360

0.0136205142

0.0148729386

0.0136205142

0.0136205142

0.0136205142

0.0136278360

98

HA113

0.0149039827

0.0161613756

0.0149039827

0.0149119724

0.0149039827

0.0161613756

0.0149039827

0.0149039827

0.0149039827

0.0149119724

99

HA101

0.0149190469

0.0161777097

0.0149190469

0.0149270364

0.0149190469

0.0161777097

0.0149190469

0.0149190469

0.0149190469

0.0149270364

105




Table. 3 Cont.

30

31

32

33

34

35

36

37

38

39

80

HA91

0.0111400095

0.0136562759

0.0136489544

0.0136562759

0.0149199619

0.0136489544

0.0136489544

0.0136562759

0.0149119724

0.0136562759

81

HA100

0.0149270364

0.0149270364

0.0149190469

0.0149270364

0.0161950255

0.0149190469

0.0149190469

0.0149270364

0.0161863677

0.0149270364

82

HA87

0.0111287414

0.0111287414

0.0111227548

0.0111287414

0.0123837606

0.0111227548

0.0111227548

0.0111287414

0.0123771066

0.0111287414

83

HA89

0.0123837606

0.0123837606

0.0123771066

0.0123837606

0.0136424794

0.0123771066

0.0123771066

0.0123837606

0.0136351577

0.0123837606

84

HAB86

0.0123837606

0.0123837606

0.0123771066

0.0123837606

0.0136424794

0.0123771066

0.0123771066

0.0123837606

0.0136351577

0.0123837606

85

HAS88

0.0123837606

0.0098774218

0.0123771066

0.0123837606

0.0136424794

0.0123771066

0.0123771066

0.0123837606

0.0136351577

0.0123837606

86

HA95

0.0136278360

0.0136278360

0.0136205142

0.0136278360

0.0148889184

0.0136205142

0.0136205142

0.0136278360

0.0148809285

0.0136278360

87

HA96

0.0149039827

0.0149039827

0.0148959930

0.0149039827

0.0161700338

0.0148959930

0.0148959930

0.0149039827

0.0161613756

0.0149039827

88

HA98

0.0148889184

0.0148889184

0.0148809285

0.0148889184

0.0161536997

0.0148809285

0.0148809285

0.0148889184

0.0161450414

0.0148889184

89

HA99

0.0161450414

0.0161450414

0.0161363830

0.0161450414

0.0174128527

0.0161363830

0.0161363830

0.0161450414

0.0174035255

0.0161450414

90

HA97

0.0136351577

0.0136351577

0.0136278360

0.0136351577

0.0148969082

0.0136278360

0.0136278360

0.0136351577

0.0148889184

0.0136351577

91

HA82

0.0136278360

0.0136278360

0.0136205142

0.0136278360

0.0148889184

0.0136205142

0.0136205142

0.0136278360

0.0148809285

0.0136278360

92

HA83

0.0098674147

0.0098674147

0.0098620948

0.0098674147

0.0111174733

0.0098620948

0.0098620948

0.0098674147

0.0111114866

0.0098674147

93

HA94

0.0136424794

0.0136424794

0.0136351577

0.0136424794

0.0149048979

0.0136351577

0.0136351577

0.0136424794

0.0148969082

0.0136424794

94

HA108

0.0148809285

0.0148809285

0.0148729386

0.0148809285

0.0161450414

0.0148729386

0.0148729386

0.0148809285

0.0161363830

0.0148809285

95

HA109

0.0136278360

0.0136278360

0.0136205142

0.0136278360

0.0148889184

0.0136205142

0.0136205142

0.0136278360

0.0148809285

0.0136278360

96

HA110

0.0123771066

0.0123771066

0.0123704526

0.0123771066

0.0136351577

0.0123704526

0.0123704526

0.0123771066

0.0136278360

0.0123771066

97

HA114

0.0136278360

0.0136278360

0.0136205142

0.0136278360

0.0148889184

0.0136205142

0.0136205142

0.0136278360

0.0148809285

0.0136278360

98

HA113

0.0123896379

0.0149119724

0.0149039827

0.0149119724

0.0161786918

0.0149039827

0.0149039827

0.0149119724

0.0161700338

0.0149119724

99

HA101

0.0149270364

0.0149270364

0.0149190469

0.0149270364

0.0161950255

0.0149190469

0.0149190469

0.0149270364

0.0161863677

0.0149270364

106




Table. 3 Cont.

40

41

42

43

44

45

46

47

48

49

80

HA91

0.0149119724

0.0136489544

0.0149119724

0.0188087459

0.0136489544

0.0136700724

0.0149119724

0.0174936497

0.0149039827

0.0111287414

81

HA100

0.0161863677

0.0149190469

0.0161863677

0.0201018322

0.0149190469

0.0149421004

0.0161863677

0.0187798721

0.0161777097

0.0123896379

82

HA87

0.0123771066

0.0111227548

0.0123771066

0.0162363500

0.0111227548

0.0111400095

0.0123771066

0.0149350259

0.0123704526

0.0086210531

83

HA89

0.0136351577

0.0123771066

0.0136351577

0.0175112547

0.0123771066

0.0123962918

0.0136351577

0.0162036833

0.0136278360

0.0098674147

84

HAB86

0.0136351577

0.0123771066

0.0136351577

0.0175112547

0.0123771066

0.0123962918

0.0136351577

0.0162036833

0.0136278360

0.0098674147

85

HAS88

0.0136351577

0.0123771066

0.0136351577

0.0175112547

0.0123771066

0.0123962918

0.0136351577

0.0162036833

0.0136278360

0.0098674147

86

HA95

0.0148809285

0.0136205142

0.0148809285

0.0187698769

0.0136205142

0.0136416328

0.0148809285

0.0174573914

0.0148729386

0.0111054998

87

HA96

0.0161613756

0.0148959930

0.0161613756

0.0200710132

0.0148959930

0.0149190469

0.0161613756

0.0187509976

0.0161527174

0.0123704526

88

HA98

0.0161450414

0.0148809285

0.0161450414

0.0200508580

0.0148809285

0.0149039827

0.0161450414

0.0187321180

0.0161363830

0.0123579211

89

HA99

0.0174035255

0.0161363830

0.0148889184

0.0213242111

0.0136278360

0.0161613756

0.0174035255

0.0199998819

0.0173941982

0.0136067172

90

HA97

0.0148889184

0.0136278360

0.0148889184

0.0187798721

0.0136278360

0.0136489544

0.0148889184

0.0174667180

0.0148809285

0.0111114866

91

HA82

0.0148809285

0.0136205142

0.0148809285

0.0187698769

0.0136205142

0.0136416328

0.0148809285

0.0174573914

0.0148729386

0.0111054998

92

HA83

0.0111114866

0.0098620948

0.0111114866

0.0149500897

0.0098620948

0.0098774218

0.0111114866

0.0136562759

0.0111054998

0.0098774218

93

HA94

0.0148969082

0.0136351577

0.0148969082

0.0187898671

0.0136351577

0.0136562759

0.0148969082

0.0174760445

0.0148889184

0.0111174733

94

HA108

0.0161363830

0.0148729386

0.0136278360

0.0200401934

0.0123704526

0.0148959930

0.0136278360

0.0187221223

0.0136205142

0.0123512669

95

HA109

0.0148809285

0.0136205142

0.0123771066

0.0187698769

0.0111227548

0.0136416328

0.0123771066

0.0174573914

0.0123704526

0.0111054998

96

HA110

0.0136278360

0.0123704526

0.0111287414

0.0175019286

0.0098774218

0.0123896379

0.0111287414

0.0161950255

0.0111227548

0.0098620948

97

HA114

0.0148809285

0.0136205142

0.0123771066

0.0187698769

0.0111227548

0.0136416328

0.0123771066

0.0174573914

0.0123704526

0.0111054998

98

HA113

0.0161700338

0.0149039827

0.0136562759

0.0200816775

0.0123962918

0.0149270364

0.0136562759

0.0187609930

0.0136489544

0.0123771066

99

HA101

0.0161863677

0.0149190469

0.0136700724

0.0201018322

0.0124088229

0.0149421004

0.0136700724

0.0187798721

0.0136627509

0.0123896379
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Table. 3 Cont.

50

51

52

53

54

55

56

57

58

59

80

HA91

0.0136489544

0.0123962918

0.0136489544

0.0123771066

0.0136489544

0.0149119724

0.0136562759

0.0149119724

0.0149199619

0.0174397857

81

HA100

0.0149190469

0.0136627509

0.0149190469

0.0136416328

0.0149190469

0.0161863677

0.0149270364

0.0161863677

0.0161950255

0.0161950255

82

HA87

0.0111227548

0.0098774218

0.0111227548

0.0098620948

0.0111227548

0.0123771066

0.0111287414

0.0123771066

0.0123837606

0.0148889184

83

HA89

0.0123771066

0.0111287414

0.0123771066

0.0111114866

0.0123771066

0.0136351577

0.0123837606

0.0136351577

0.0136424794

0.0161536997

84

HAB86

0.0123771066

0.0111287414

0.0123771066

0.0111114866

0.0123771066

0.0136351577

0.0123837606

0.0136351577

0.0136424794

0.0161536997

85

HAS88

0.0123771066

0.0111287414

0.0123771066

0.0111114866

0.0123771066

0.0136351577

0.0123837606

0.0136351577

0.0136424794

0.0161536997

86

HA95

0.0111227548

0.0123704526

0.0136205142

0.0123512669

0.0136205142

0.0148809285

0.0136278360

0.0148809285

0.0148889184

0.0174035255

87

HA96

0.0123896379

0.0136416328

0.0148959930

0.0136205142

0.0148959930

0.0161613756

0.0149039827

0.0161613756

0.0161700338

0.0186932462

88

HA98

0.0123771066

0.0136278360

0.0148809285

0.0136067172

0.0148809285

0.0161450414

0.0148889184

0.0161450414

0.0161536997

0.0186743659

89

HA99

0.0136278360

0.0148809285

0.0161363830

0.0148578739

0.0161363830

0.0174035255

0.0161450414

0.0174035255

0.0174128527

0.0199382379

90

HA97

0.0111287414

0.0123771066

0.0136278360

0.0123579211

0.0136278360

0.0148889184

0.0136351577

0.0148889184

0.0148969082

0.0174128527

91

HA82

0.0136205142

0.0123704526

0.0111227548

0.0136067172

0.0111227548

0.0123771066

0.0136278360

0.0148809285

0.0148889184

0.0174035255

92

HA83

0.0098620948

0.0086210531

0.0098620948

0.0086076513

0.0098620948

0.0111114866

0.0098674147

0.0111114866

0.0111174733

0.0136140391

93

HA94

0.0136351577

0.0123837606

0.0136351577

0.0123645752

0.0136351577

0.0123771066

0.0111287414

0.0123771066

0.0123837606

0.0148889184

94

HA108

0.0148729386

0.0136205142

0.0148729386

0.0135993953

0.0148729386

0.0161363830

0.0148809285

0.0161363830

0.0161450414

0.0186643694

95

HA109

0.0136205142

0.0123704526

0.0136205142

0.0123512669

0.0136205142

0.0148809285

0.0136278360

0.0148809285

0.0148889184

0.0174035255

96

HA110

0.0123704526

0.0111227548

0.0123704526

0.0111054998

0.0123704526

0.0136278360

0.0123771066

0.0136278360

0.0136351577

0.0161450414

97

HA114

0.0136205142

0.0123704526

0.0136205142

0.0098620948

0.0136205142

0.0148809285

0.0136278360

0.0148809285

0.0148889184

0.0174035255

98

HA113

0.0149039827

0.0136489544

0.0149039827

0.0136278360

0.0149039827

0.0161700338

0.0149119724

0.0161700338

0.0161786918

0.0187032423

99

HA101

0.0149190469

0.0136627509

0.0149190469

0.0136416328

0.0149190469

0.0161863677

0.0149270364

0.0161863677

0.0161950255

0.0187221223
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Table. 3 Cont.

60

61

62

63

64

65

66

67

68

69

80

HA91

0.0149270364

0.0136489544

0.0149119724

0.0111459960

0.0149270364

0.0161950255

0.0161863677

0.0136700724

0.0136562759

0.0136562759

81

HA100

0.0136838687

0.0149190469

0.0161863677

0.0124088229

0.0162027014

0.0174749970

0.0174656705

0.0149421004

0.0149270364

0.0149270364

82

HA87

0.0123896379

0.0111227548

0.0123771066

0.0086344547

0.0123896379

0.0136489544

0.0136416328

0.0111400095

0.0111287414

0.0111287414

83

HA89

0.0136489544

0.0123771066

0.0136351577

0.0098827415

0.0136489544

0.0149119724

0.0149039827

0.0123962918

0.0123837606

0.0123837606

84

HAB86

0.0136489544

0.0123771066

0.0136351577

0.0098827415

0.0136489544

0.0149119724

0.0149039827

0.0123962918

0.0123837606

0.0123837606

85

HAS88

0.0136489544

0.0123771066

0.0136351577

0.0098827415

0.0136489544

0.0149119724

0.0149039827

0.0123962918

0.0123837606

0.0123837606

86

HA95

0.0148959930

0.0136205142

0.0148809285

0.0111227548

0.0148959930

0.0161613756

0.0161527174

0.0136416328

0.0136278360

0.0136278360

87

HA96

0.0161777097

0.0148959930

0.0161613756

0.0123896379

0.0161777097

0.0174480647

0.0174387379

0.0149190469

0.0149039827

0.0149039827

88

HA98

0.0161613756

0.0148809285

0.0161450414

0.0123771066

0.0161613756

0.0174304588

0.0174211318

0.0149039827

0.0148889184

0.0148889184

89

HA99

0.0174211318

0.0161363830

0.0174035255

0.0136278360

0.0174211318

0.0186932462

0.0186832500

0.0161613756

0.0161450414

0.0161450414

90

HA97

0.0149039827

0.0136278360

0.0148889184

0.0111287414

0.0149039827

0.0161700338

0.0161613756

0.0136489544

0.0136351577

0.0136351577

91

HA82

0.0148959930

0.0111227548

0.0123771066

0.0111227548

0.0148959930

0.0161613756

0.0161527174

0.0136416328

0.0136278360

0.0136278360

92

HA83

0.0111227548

0.0098620948

0.0111114866

0.0073823755

0.0111227548

0.0123771066

0.0123704526

0.0098774218

0.0098674147

0.0098674147

93

HA94

0.0149119724

0.0136351577

0.0123771066

0.0111347280

0.0149119724

0.0161786918

0.0161700338

0.0136562759

0.0136424794

0.0136424794

94

HA108

0.0161527174

0.0148729386

0.0161363830

0.0148729386

0.0186732536

0.0174211318

0.0174118047

0.0148959930

0.0148809285

0.0148809285

95

HA109

0.0148959930

0.0136205142

0.0148809285

0.0136205142

0.0174118047

0.0161613756

0.0161527174

0.0136416328

0.0136278360

0.0136278360

96

HA110

0.0136416328

0.0123704526

0.0136278360

0.0123704526

0.0161527174

0.0149039827

0.0148959930

0.0123896379

0.0123771066

0.0123771066

97

HA114

0.0148959930

0.0136205142

0.0148809285

0.0136205142

0.0174118047

0.0161613756

0.0161527174

0.0136416328

0.0136278360

0.0136278360

98

HA113

0.0161863677

0.0149039827

0.0161700338

0.0149039827

0.0187121264

0.0174573914

0.0174480647

0.0149270364

0.0149119724

0.0149119724

99

HA101

0.0162027014

0.0149190469

0.0161863677

0.0149190469

0.0187310063

0.0174749970

0.0174656705

0.0149421004

0.0149270364

0.0149270364

109




Table. 3 Cont.

70

71

72

73

74

75

76

77

78

79

80

HA91

0.0149350259

0.0187032423

0.0161700338

0.0136489544

0.0136562759

0.0136562759

0.0073978415

0.0086571624

0.0024450188

0.0061493843

81

HA100

0.0162113591

0.0199892166

0.0174480647

0.0149190469

0.0149270364

0.0149270364

0.0086478562

0.0124538453

0.0061556218

0.0073938544

82

HA87

0.0123962918

0.0161450414

0.0136278360

0.0111227548

0.0111287414

0.0111287414

0.0049121159

0.0086659105

0.0024475069

0.0061556218

83

HA89

0.0136562759

0.0174128527

0.0148889184

0.0123771066

0.0123837606

0.0123837606

0.0061493843

0.0099187141

0.0036767998

0.0073978415

84

HAB86

0.0136562759

0.0174128527

0.0148889184

0.0123771066

0.0123837606

0.0123837606

0.0061493843

0.0099187141

0.0036767998

0.0073978415

85

HAS88

0.0136562759

0.0174128527

0.0148889184

0.0123771066

0.0123837606

0.0123837606

0.0061493843

0.0099187141

0.0036767998

0.0073978415

86

HA95

0.0149039827

0.0186643694

0.0161363830

0.0136205142

0.0136278360

0.0136278360

0.0073823755

0.0111632503

0.0049044741

0.0086344547

87

HA96

0.0161863677

0.0199583946

0.0174211318

0.0148959930

0.0149039827

0.0149039827

0.0086344547

0.0124346611

0.0061460628

0.0098927486

88

HA98

0.0161700338

0.0199382379

0.0174035255

0.0148809285

0.0148889184

0.0148889184

0.0086257064

0.0124221303

0.0061398253

0.0098827415

89

HA99

0.0174304588

0.0212044672

0.0186643694

0.0161363830

0.0161450414

0.0161450414

0.0098674147

0.0136773937

0.0073748836

0.0111287414

90

HA97

0.0149119724

0.0186743659

0.0161450414

0.0136278360

0.0136351577

0.0136351577

0.0073863626

0.0111692367

0.0049071304

0.0086391079

91

HA82

0.0149039827

0.0186643694

0.0161363830

0.0136205142

0.0136278360

0.0136278360

0.0061493843

0.0124221303

0.0061398253

0.0098827415

92

HA83

0.0111287414

0.0148658640

0.0123579211

0.0098620948

0.0098674147

0.0098674147

0.0061556218

0.0099287209

0.0036805355

0.0074053332

93

HA94

0.0149199619

0.0186843622

0.0161536997

0.0136351577

0.0136424794

0.0136424794

0.0098727344

0.0136847150

0.0049097867

0.0086437611

94

HA108

0.0161613756

0.0199275718

0.0173941982

0.0148729386

0.0148809285

0.0148809285

0.0111054998

0.0149270364

0.0086076513

0.0098774218

95

HA109

0.0149039827

0.0186643694

0.0161363830

0.0136205142

0.0136278360

0.0136278360

0.0098620948

0.0136700724

0.0073708964

0.0086344547

96

HA110

0.0136489544

0.0174035255

0.0148809285

0.0123704526

0.0123771066

0.0123771066

0.0086210531

0.0124154766

0.0061365037

0.0073938544

97

HA114

0.0149039827

0.0186643694

0.0161363830

0.0136205142

0.0136278360

0.0136278360

0.0098620948

0.0136700724

0.0073708964

0.0086344547

98

HA113

0.0161950255

0.0199690603

0.0174304588

0.0149039827

0.0149119724

0.0149119724

0.0111287414

0.0149580789

0.0086257064

0.0098980682

99

HA101

0.0162113591

0.0199892166

0.0174480647

0.0149190469

0.0149270364

0.0149270364

0.0111400095

0.0149731424

0.0086344547

0.0073938544
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Table. 3 Cont.

80

81

82

83

84

85

86

87

88

89

80

HA91

81

HA100

0.0061589432

82

HA87

0.0024488341

0.0036805355

83

HA89

0.0036787913

0.0049147721

0.0012213277

84

HAB86

0.0036787913

0.0049147721

0.0012213277

0.0024463459

85

HAS88

0.0036787913

0.0049147721

0.0012213277

0.0024463459

0.0024463459

86

HA95

0.0049071304

0.0061460628

0.0024436916

0.0036710726

0.0036710726

0.0036710726

87

HA96

0.0061493843

0.0073938544

0.0036748083

0.0049071304

0.0049071304

0.0049071304

0.0012225707

88

HA98

0.0061431468

0.0073863626

0.0036710726

0.0049021449

0.0049021449

0.0049021449

0.0036710726

0.0049071304

89

HA99

0.0073788708

0.0086257064

0.0048994886

0.0061335877

0.0061335877

0.0061335877

0.0048994886

0.0061398253

0.0012206644

90

HA97

0.0049097867

0.0061493843

0.0024450188

0.0036730641

0.0036730641

0.0036730641

0.0024450188

0.0036767998

0.0012206644

0.0024436916

91

HA82

0.0061431468

0.0073863626

0.0036710726

0.0049021449

0.0049021449

0.0049021449

0.0061302662

0.0073748836

0.0073673917

0.0086035562

92

HA83

0.0036825270

0.0049197576

0.0012225707

0.0024488341

0.0024488341

0.0024488341

0.0036748083

0.0049121159

0.0049071304

0.0061398253

93

HA94

0.0073828579

0.0086303596

0.0049021449

0.0061369092

0.0061369092

0.0061369092

0.0073673917

0.0086169580

0.0086082095

0.0098474002

94

HA108

0.0086123047

0.0098620948

0.0061269446

0.0073634045

0.0073634045

0.0073634045

0.0085942494

0.0098467677

0.0098367603

0.0085989028

95

HA109

0.0073748836

0.0086210531

0.0048968323

0.0061302662

0.0061302662

0.0061302662

0.0073594172

0.0086076513

0.0085989028

0.0073634045

96

HA110

0.0061398253

0.0073823755

0.0036690811

0.0048994886

0.0048994886

0.0048994886

0.0061269446

0.0073708964

0.0073634045

0.0061302662

97

HA114

0.0073748836

0.0086210531

0.0048968323

0.0061302662

0.0061302662

0.0061302662

0.0073594172

0.0086076513

0.0085989028

0.0073634045

98

HA113

0.0061460628

0.0098827415

0.0061398253

0.0073788708

0.0073788708

0.0073788708

0.0086123047

0.0098674147

0.0098574074

0.0086169580

99

HA101

0.0086391079

0.0048968323

0.0061460628

0.0073863626

0.0073863626

0.0073863626

0.0086210531

0.0098774218

0.0098674147

0.0086257064

111




Table. 3 Cont.

90 91 92 93 94 95 96 97 98 99
80 [HA91
81 [HA100
82 |HA87
83 |HA89
84 |HA86
85 |HA88
86 [HA95
87 |[HA96
88 [HA98
89 [HA99
90 |HA97 —
91 |HA82 |0.0061335877 —
92 |HA83 |0.0036767998]|0.0049071304 —
93 |[HA94 |0.0073713789|0.0086082095|0.0061431468 —
94 |HA108|0.0085989028(0.0098367603|0.0073708964(0.0110829630 —
95 |HA109/0.0073634045({0.0085989028]0.0061365037|0.0098420803(0.0012206644 —
96 |HA110/0.0061302662(0.0073634045|0.0049044741|0.0086035562(0.0024436916|0.0012206644 —
97 |HA114|0.0073634045[0.0085989028)0.0061365037{0.0098420803|0.0036690811)0.0024436916{0.0012206644 —
98 |HA113|0.0086169580|0.0098574074|0.0073863626|0.0111062051{0.0049071304|0.0036767998| 0.0024488341)|0.0036767998 —
99 |HA101|0.0086257064]0.0098674147]|0.0073938544|0.0111174733[0.0049121159|0.0036805355| 0.0024513223] 0.0036805355|0.0049224138 —
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Table. 3 Cont.

100 101 102 103 104 105 106 107 108 109

80 [HA91

81 [HA100

82 |HA87

83 |HA89

84 |HA86

85 |HA88

86 [HA95

87 |[HA96

88 [HA98

89 [HA99

90 |HA97

91 |[HA82

92 |HA83

93 |[HA94

94 |HA108

95 |HA109

96 |HA110

97 |HAl114

98 |[HA113

99 |HA101

113




Table. 3 Cont.

110

111

112

113

114

80

HA91

81

HA100

82

HA87

83

HA89

84

HAB86

85

HAS88

86

HA95

87

HA96

88

HA98

89

HA99

90

HA97

91

HA82

92

HA83

93

HA94

94

HA108

95

HA109

96

HA110

97

HA114

98

HA113

99

HA101

114



Table. 3 Cont.

1

2

3

4

5

6

7

8

9

101

HA111

0.0136351577

0.0161363830

0.0148889184

0.0148889184

0.0174304588

0.0174035255

0.0212914426

0.0136278360

0.0136489544

102

HA112

0.0149119724

0.0174211318

0.0161700338

0.0161700338

0.0187221223

0.0186932462

0.0225999297

0.0149039827

0.0149270364

103

HA106

0.0162027014

0.0212801077

0.0200200378

0.0200200378

0.0225999297

0.0225652104

0.0265224306

0.0187410020

0.0187698769

104

HA107

0.0123704526

0.0173941982

0.0161450414

0.0161450414

0.0186932462

0.0186643694

0.0225652104

0.0148809285

0.0149039827

105

HA105

0.0123704526

0.0173941982

0.0161450414

0.0161450414

0.0186932462

0.0186643694

0.0225652104

0.0148809285

0.0149039827

106

HA104

0.0148889184

0.0173941982

0.0161450414

0.0161450414

0.0186932462

0.0186643694

0.0225652104

0.0148809285

0.0123962918

107

HA102

0.0136278360

0.0161277245

0.0148809285

0.0123771066

0.0174211318

0.0173941982

0.0212801077

0.0111227548

0.0136416328

108

HA103

0.0136278360

0.0161277245

0.0148809285

0.0148809285

0.0174211318

0.0173941982

0.0212801077

0.0136205142

0.0136416328

109

HA76

0.0111234600

0.0136140391

0.0148738540

0.0148738540

0.0148969082

0.0161373655

0.0187321180

0.0111174733

0.0136351577

110

HA80

0.0187998620

0.0213355453

0.0200508580

0.0200508580

0.0200816775

0.0213355453

0.0265910410

0.0187898671

0.0213683124

111

HA78

0.0098474002

0.0123262035

0.0135791230

0.0135791230

0.0136002422

0.0148357344

0.0174128527

0.0098420803

0.0123453895

112

HA81

0.0086082095

0.0110829630

0.0123328579

0.0123328579

0.0123520437

0.0135864451

0.0161536997

0.0086035562

0.0111002183

113

HA79

0.0098527201

0.0123328579

0.0135864451

0.0135864451

0.0136075641

0.0148437247

0.0174221798

0.0098474002

0.0123520437

114

HA77

0.0123395122

0.0148277441

0.0160873791

0.0135864451

0.0161123726

0.0173507056

0.0199489038

0.0098474002

0.0148507993

115




Table. 3 Cont.

10

11

12

13

14

15

16

17

18

101

HA111

0.0136278360

0.0123771066

0.0136351577

0.0136489544

0.0136278360

0.0136278360

0.0148969082

0.0136351577

0.0136351577

102

HA112

0.0149039827

0.0136489544

0.0149119724

0.0149270364

0.0149039827

0.0149039827

0.0161786918

0.0149119724

0.0149119724

103

HA106

0.0187410020

0.0174749970

0.0187509976

0.0187698769

0.0187410020

0.0187410020

0.0200307026

0.0187509976

0.0187509976

104

HA107

0.0148809285

0.0136278360

0.0148889184

0.0149039827

0.0148809285

0.0148809285

0.0161536997

0.0148889184

0.0148889184

105

HA105

0.0148809285

0.0136278360

0.0148889184

0.0149039827

0.0148809285

0.0148809285

0.0161536997

0.0148889184

0.0148889184

106

HA104

0.0123771066

0.0111287414

0.0123837606

0.0123962918

0.0123771066

0.0123771066

0.0136424794

0.0123837606

0.0123837606

107

HA102

0.0136205142

0.0123704526

0.0136278360

0.0136416328

0.0136205142

0.0136205142

0.0148889184

0.0136278360

0.0136278360

108

HA103

0.0136205142

0.0123704526

0.0136278360

0.0136416328

0.0136205142

0.0136205142

0.0148889184

0.0136278360

0.0136278360

109

HA76

0.0136140391

0.0123645752

0.0136213610

0.0136351577

0.0136140391

0.0136140391

0.0148818439

0.0136213610

0.0136213610

110

HA80

0.0213355453

0.0200615225

0.0213468794

0.0213683124

0.0213355453

0.0213355453

0.0226359420

0.0213468794

0.0213468794

111

HA78

0.0123262035

0.0110829630

0.0123328579

0.0123453895

0.0123262035

0.0123262035

0.0135864451

0.0123328579

0.0123328579

112

HA81

0.0110829630

0.0098420803

0.0110889500

0.0111002183

0.0110829630

0.0110829630

0.0123395122

0.0110889500

0.0110889500

113

HA79

0.0123328579

0.0110889500

0.0123395122

0.0123520437

0.0123328579

0.0123328579

0.0135937671

0.0123395122

0.0123395122

114

HA77

0.0148277441

0.0135791230

0.0148357344

0.0148507993

0.0148277441

0.0148277441

0.0160960379

0.0148357344

0.0148357344

116




Table. 3 Cont.

19

20

21

22

23

24

25

26

27

101

HA111

0.0136489544

0.0136278360

0.0148809285

0.0136278360

0.0136351577

0.0136278360

0.0148809285

0.0136278360

0.0136278360

102

HA112

0.0149270364

0.0149039827

0.0161613756

0.0149039827

0.0149119724

0.0149039827

0.0161613756

0.0149039827

0.0149039827

103

HA106

0.0187698769

0.0187410020

0.0200093727

0.0187410020

0.0187509976

0.0187410020

0.0200093727

0.0187410020

0.0187410020

104

HA107

0.0149039827

0.0148809285

0.0161363830

0.0148809285

0.0148889184

0.0148809285

0.0161363830

0.0148809285

0.0148809285

105

HA105

0.0149039827

0.0148809285

0.0161363830

0.0148809285

0.0148889184

0.0148809285

0.0161363830

0.0148809285

0.0148809285

106

HA104

0.0123962918

0.0123771066

0.0136278360

0.0123771066

0.0123837606

0.0123771066

0.0136278360

0.0123771066

0.0123771066

107

HA102

0.0136416328

0.0136205142

0.0148729386

0.0136205142

0.0136278360

0.0136205142

0.0148729386

0.0136205142

0.0136205142

108

HA103

0.0136416328

0.0136205142

0.0148729386

0.0136205142

0.0136278360

0.0136205142

0.0148729386

0.0136205142

0.0136205142

109

HA76

0.0136351577

0.0136140391

0.0148658640

0.0136140391

0.0136213610

0.0136140391

0.0148658640

0.0136140391

0.0136140391

110

HA80

0.0213683124

0.0213355453

0.0226119340

0.0213355453

0.0213468794

0.0213355453

0.0226119340

0.0213355453

0.0213355453

111

HA78

0.0123453895

0.0123262035

0.0135718008

0.0123262035

0.0123328579

0.0123262035

0.0135718008

0.0123262035

0.0123262035

112

HA81

0.0111002183

0.0110829630

0.0123262035

0.0110829630

0.0110889500

0.0110829630

0.0123262035

0.0110829630

0.0110829630

113

HA79

0.0123520437

0.0123328579

0.0135791230

0.0123328579

0.0123395122

0.0123328579

0.0135791230

0.0123328579

0.0123328579

114

HA77

0.0148507993

0.0148277441

0.0160787201

0.0148277441

0.0148357344

0.0148277441

0.0160787201

0.0148277441

0.0148277441

117




Table. 3 Cont.

28

29

30

31

32

33

34

35

36

101

HA111

0.0136278360

0.0136351577

0.0136351577

0.0136351577

0.0136278360

0.0136351577

0.0148969082

0.0136278360

0.0136278360

102

HA112

0.0149039827

0.0149119724

0.0149119724

0.0149119724

0.0149039827

0.0149119724

0.0161786918

0.0149039827

0.0149039827

103

HA106

0.0187410020

0.0187509976

0.0187509976

0.0187509976

0.0187410020

0.0187509976

0.0200307026

0.0187410020

0.0187410020

104

HA107

0.0148809285

0.0148889184

0.0148889184

0.0148889184

0.0148809285

0.0148889184

0.0161536997

0.0148809285

0.0148809285

105

HA105

0.0148809285

0.0148889184

0.0148889184

0.0148889184

0.0148809285

0.0148889184

0.0161536997

0.0148809285

0.0148809285

106

HA104

0.0123771066

0.0123837606

0.0123837606

0.0123837606

0.0123771066

0.0123837606

0.0136424794

0.0123771066

0.0123771066

107

HA102

0.0136205142

0.0136278360

0.0136278360

0.0136278360

0.0136205142

0.0136278360

0.0148889184

0.0136205142

0.0136205142

108

HA103

0.0136205142

0.0136278360

0.0136278360

0.0136278360

0.0136205142

0.0136278360

0.0148889184

0.0136205142

0.0136205142

109

HA76

0.0136140391

0.0136213610

0.0136213610

0.0136213610

0.0136140391

0.0136213610

0.0148818439

0.0136140391

0.0136140391

110

HA80

0.0213355453

0.0213468794

0.0213468794

0.0213468794

0.0213355453

0.0213468794

0.0226359420

0.0213355453

0.0213355453

111

HA78

0.0123262035

0.0123328579

0.0123328579

0.0123328579

0.0123262035

0.0123328579

0.0135864451

0.0123262035

0.0123262035

112

HA81

0.0110829630

0.0110889500

0.0110889500

0.0110889500

0.0110829630

0.0110889500

0.0123395122

0.0110829630

0.0110829630

113

HA79

0.0123328579

0.0123395122

0.0123395122

0.0123395122

0.0123328579

0.0123395122

0.0135937671

0.0123328579

0.0123328579

114

HA77

0.0148277441

0.0148357344

0.0148357344

0.0148357344

0.0148277441

0.0148357344

0.0135791230

0.0148277441

0.0148277441
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Table. 3 Cont.

37

38

39

40

41

42

43

44

45

101

HA111

0.0136351577

0.0148889184

0.0111227548

0.0123704526

0.0136278360

0.0123837606

0.0187798721

0.0111287414

0.0136489544

102

HA112

0.0149119724

0.0161700338

0.0123896379

0.0136416328

0.0149039827

0.0136562759

0.0200816775

0.0123962918

0.0149270364

103

HA106

0.0162027014

0.0200200378

0.0187509976

0.0200200378

0.0187410020

0.0174843234

0.0226466517

0.0162113591

0.0187698769

104

HA107

0.0123704526

0.0161450414

0.0148889184

0.0161450414

0.0148809285

0.0136351577

0.0200508580

0.0123771066

0.0149039827

105

HA105

0.0123704526

0.0161450414

0.0148889184

0.0161450414

0.0148809285

0.0136351577

0.0200508580

0.0123771066

0.0149039827

106

HA104

0.0123837606

0.0136351577

0.0123837606

0.0136351577

0.0123771066

0.0111347280

0.0175112547

0.0098827415

0.0123962918

107

HA102

0.0136278360

0.0148809285

0.0136278360

0.0148809285

0.0136205142

0.0123771066

0.0187698769

0.0111227548

0.0136416328

108

HA103

0.0136278360

0.0148809285

0.0136278360

0.0148809285

0.0136205142

0.0123771066

0.0187698769

0.0111227548

0.0136416328

109

HA76

0.0136213610

0.0148738540

0.0136213610

0.0148738540

0.0136140391

0.0148738540

0.0187609930

0.0136140391

0.0136351577

110

HA80

0.0213468794

0.0200721868

0.0213468794

0.0226239381

0.0213355453

0.0226239381

0.0266316199

0.0213355453

0.0213683124

111

HA78

0.0123328579

0.0110889500

0.0123328579

0.0135791230

0.0123262035

0.0135791230

0.0174397857

0.0123262035

0.0123453895

112

HA81

0.0110889500

0.0098474002

0.0110889500

0.0123328579

0.0110829630

0.0123328579

0.0161786918

0.0110829630

0.0111002183

113

HA79

0.0123395122

0.0110949368

0.0123395122

0.0135864451

0.0123328579

0.0135864451

0.0174491124

0.0123328579

0.0123520437

114

HA77

0.0148357344

0.0160873791

0.0148357344

0.0160873791

0.0148277441

0.0160873791

0.0199797258

0.0148277441

0.0148507993

119




Table. 3 Cont.

46

47

48

49

50

51

52

53

54

101

HA111

0.0123837606

0.0174667180

0.0123771066

0.0111114866

0.0136278360

0.0123771066

0.0136278360

0.0123579211

0.0136278360

102

HA112

0.0136562759

0.0187609930

0.0136489544

0.0123771066

0.0149039827

0.0136489544

0.0149039827

0.0136278360

0.0149039827

103

HA106

0.0174843234

0.0174397857

0.0174749970

0.0161863677

0.0187410020

0.0174749970

0.0187410020

0.0174480647

0.0187410020

104

HA107

0.0136351577

0.0187321180

0.0136278360

0.0123579211

0.0148809285

0.0136278360

0.0148809285

0.0136067172

0.0148809285

105

HA105

0.0136351577

0.0187321180

0.0136278360

0.0123579211

0.0148809285

0.0136278360

0.0148809285

0.0136067172

0.0148809285

106

HA104

0.0111347280

0.0162036833

0.0111287414

0.0098674147

0.0123771066

0.0111287414

0.0123771066

0.0111114866

0.0123771066

107

HA102

0.0123771066

0.0174573914

0.0123704526

0.0111054998

0.0136205142

0.0123704526

0.0136205142

0.0123512669

0.0136205142

108

HA103

0.0123771066

0.0174573914

0.0123704526

0.0111054998

0.0136205142

0.0123704526

0.0136205142

0.0123512669

0.0136205142

109

HA76

0.0148738540

0.0174491124

0.0148658640

0.0136351577

0.0111174733

0.0136140391

0.0148658640

0.0148889184

0.0136140391

110

HA80

0.0226239381

0.0252757412

0.0213355453

0.0213683124

0.0187898671

0.0213355453

0.0226119340

0.0226466517

0.0213355453

111

HA78

0.0135791230

0.0161373655

0.0135718008

0.0123453895

0.0098420803

0.0123262035

0.0135718008

0.0135929202

0.0123262035

112

HA81

0.0123328579

0.0148818439

0.0123262035

0.0111002183

0.0086035562

0.0110829630

0.0123262035

0.0123453895

0.0110829630

113

HA79

0.0135864451

0.0161460238

0.0135791230

0.0123520437

0.0098474002

0.0123328579

0.0135791230

0.0136002422

0.0123328579

114

HA77

0.0160873791

0.0186654818

0.0160787201

0.0148507993

0.0123328579

0.0148277441

0.0160787201

0.0161037139

0.0148277441

120




Table. 3 Cont.

55

56

57

58

59

60

61

62

63

101

HA111

0.0148889184

0.0136351577

0.0148889184

0.0148969082

0.0174128527

0.0149039827

0.0136278360

0.0148889184

0.0136278360

102

HA112

0.0161700338

0.0149119724

0.0161700338

0.0161786918

0.0187032423

0.0161863677

0.0149039827

0.0161700338

0.0149039827

103

HA106

0.0200200378

0.0187509976

0.0200200378

0.0200307026

0.0225772153

0.0200401934

0.0187410020

0.0200200378

0.0187410020

104

HA107

0.0161450414

0.0148889184

0.0161450414

0.0161536997

0.0186743659

0.0161613756

0.0148809285

0.0161450414

0.0148809285

105

HA105

0.0161450414

0.0148889184

0.0161450414

0.0161536997

0.0186743659

0.0161613756

0.0123771066

0.0136351577

0.0148809285

106

HA104

0.0136351577

0.0123837606

0.0136351577

0.0136424794

0.0161536997

0.0136489544

0.0123771066

0.0136351577

0.0123771066

107

HA102

0.0148809285

0.0136278360

0.0148809285

0.0148889184

0.0148889184

0.0123896379

0.0136205142

0.0148809285

0.0136205142

108

HA103

0.0148809285

0.0136278360

0.0148809285

0.0148889184

0.0174035255

0.0148959930

0.0111227548

0.0123771066

0.0136205142

109

HA76

0.0148738540

0.0136213610

0.0148738540

0.0148818439

0.0173952464

0.0148889184

0.0136140391

0.0123579211

0.0111174733

110

HA80

0.0226239381

0.0213468794

0.0213468794

0.0226359420

0.0251984927

0.0226466517

0.0213355453

0.0200508580

0.0187898671

111

HA78

0.0135791230

0.0123328579

0.0135791230

0.0135864451

0.0160873791

0.0135929202

0.0123262035

0.0110769760

0.0098420803

112

HA81

0.0123328579

0.0110889500

0.0123328579

0.0123395122

0.0148357344

0.0123453895

0.0110829630

0.0098367603

0.0086035562

113

HA79

0.0135864451

0.0123395122

0.0135864451

0.0135937671

0.0160960379

0.0136002422

0.0123328579

0.0110829630

0.0098474002

114

HA77

0.0160873791

0.0148357344

0.0160873791

0.0160960379

0.0160960379

0.0136002422

0.0123328579

0.0110829630

0.0123328579
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64

65

66

67

68

69

70

71

72

101

HA111

0.0174211318

0.0161700338

0.0161613756

0.0136489544

0.0136351577

0.0136351577

0.0149119724

0.0186743659

0.0161450414

102

HA112

0.0161363830

0.0148889184

0.0148809285

0.0123771066

0.0136489544

0.0149119724

0.0136351577

0.0199690603

0.0174304588

103

HA106

0.0225879251

0.0213242111

0.0213128766

0.0187698769

0.0187509976

0.0187509976

0.0200508580

0.0238540151

0.0212914426

104

HA107

0.0186832500

0.0174304588

0.0174211318

0.0149039827

0.0148889184

0.0148889184

0.0161700338

0.0199382379

0.0174035255

105

HA105

0.0186832500

0.0174304588

0.0174211318

0.0149039827

0.0148889184

0.0148889184

0.0161700338

0.0199382379

0.0174035255

106

HA104

0.0161613756

0.0149119724

0.0149039827

0.0123962918

0.0123837606

0.0123837606

0.0136562759

0.0174128527

0.0148889184

107

HA102

0.0174118047

0.0161613756

0.0161527174

0.0136416328

0.0136278360

0.0136278360

0.0149039827

0.0186643694

0.0161363830

108

HA103

0.0174118047

0.0161613756

0.0161527174

0.0136416328

0.0136278360

0.0136278360

0.0149039827

0.0186643694

0.0161363830

109

HA76

0.0148889184

0.0161536997

0.0161450414

0.0136351577

0.0136213610

0.0136213610

0.0148969082

0.0161200485

0.0136067172

110

HA80

0.0226466517

0.0239400316

0.0239273577

0.0213683124

0.0213468794

0.0213468794

0.0226586553

0.0238906870

0.0213242111

111

HA78

0.0135929202

0.0148507993

0.0148428091

0.0123453895

0.0123328579

0.0123328579

0.0136002422

0.0148197537

0.0123195491

112

HA81

0.0123453895

0.0136002422

0.0135929202

0.0111002183

0.0110889500

0.0110889500

0.0123520437

0.0135718008

0.0110769760

113

HA79

0.0136002422

0.0148587894

0.0148507993

0.0123520437

0.0123395122

0.0123395122

0.0136075641

0.0148277441

0.0123262035

114

HA77

0.0161037139

0.0173683125

0.0173589848

0.0148507993

0.0148357344

0.0148357344

0.0161123726

0.0173320499

0.0148197537
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73

74

75

76

77

78

79

80

81

101

HA111

0.0136278360

0.0136351577

0.0136351577

0.0098674147

0.0136773937

0.0073748836

0.0086391079

0.0073788708

0.0086257064

102

HA112

0.0149039827

0.0149119724

0.0149119724

0.0111287414

0.0149580789

0.0086257064

0.0098980682

0.0086303596

0.0098827415

103

HA106

0.0187410020

0.0187509976

0.0187509976

0.0149270364

0.0188087459

0.0123962918

0.0136911899

0.0124029456

0.0136700724

104

HA107

0.0148809285

0.0148889184

0.0148889184

0.0111114866

0.0149350259

0.0086123047

0.0098827415

0.0086169580

0.0098674147

105

HA105

0.0148809285

0.0148889184

0.0148889184

0.0111114866

0.0149350259

0.0086123047

0.0098827415

0.0086169580

0.0098674147

106

HA104

0.0123771066

0.0123837606

0.0148889184

0.0111114866

0.0149350259

0.0086123047

0.0098827415

0.0086169580

0.0098674147

107

HA102

0.0136205142

0.0136278360

0.0136278360

0.0123512669

0.0161863677

0.0098467677

0.0111227548

0.0098520876

0.0086210531

108

HA103

0.0136205142

0.0136278360

0.0136278360

0.0123512669

0.0161863677

0.0098467677

0.0111227548

0.0098520876

0.0111054998

109

HA76

0.0136140391

0.0111114866

0.0111114866

0.0098880612

0.0149660680

0.0149580789

0.0188087459

0.0149660680

0.0162450074

110

HA80

0.0213355453

0.0187798721

0.0175112547

0.0200923415

0.0188476133

0.0227507982

0.0266987613

0.0227628003

0.0240740284

111

HA78

0.0123262035

0.0098367603

0.0098367603

0.0161950255

0.0200923415

0.0136562759

0.0174843234

0.0136635974

0.0149350259

112

HA81

0.0110829630

0.0085989028

0.0085989028

0.0149350259

0.0188187406

0.0124029456

0.0162200167

0.0124095993

0.0136773937

113

HA79

0.0123328579

0.0098420803

0.0098420803

0.0162036833

0.0201030054

0.0136635974

0.0174936497

0.0136709187

0.0149430152

114

HA77

0.0148277441

0.0123262035

0.0123262035

0.0187321180

0.0226586553

0.0161786918

0.0200307026

0.0161873497

0.0149430152
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82

83

84

85

86

87

88

89

90

101

HA111

0.0048994886

0.0061335877

0.0061335877

0.0061335877

0.0073634045

0.0086123047

0.0086035562

0.0073673917

0.0073673917

102

HA112

0.0061398253

0.0073788708

0.0073788708

0.0073788708

0.0086123047

0.0098674147

0.0098574074

0.0086169580

0.0086169580

103

HA106

0.0098827415

0.0111347280

0.0111347280

0.0111347280

0.0123771066

0.0136489544

0.0136351577

0.0123837606

0.0123837606

104

HA107

0.0061302662

0.0073673917

0.0073673917

0.0073673917

0.0085989028

0.0098520876

0.0098420803

0.0086035562

0.0086035562

105

HA105

0.0061302662

0.0073673917

0.0073673917

0.0073673917

0.0085989028

0.0098520876

0.0098420803

0.0086035562

0.0086035562

106

HA104

0.0061302662

0.0073673917

0.0073673917

0.0073673917

0.0085989028

0.0098520876

0.0098420803

0.0086035562

0.0086035562

107

HA102

0.0073594172

0.0085989028

0.0085989028

0.0085989028

0.0098314403

0.0110882445

0.0110769760

0.0098367603

0.0098367603

108

HA103

0.0073594172

0.0085989028

0.0085989028

0.0085989028

0.0098314403

0.0110882445

0.0110769760

0.0098367603

0.0098367603

109

HA76

0.0124221303

0.0136847150

0.0136847150

0.0136847150

0.0124221303

0.0136985111

0.0136847150

0.0149430152

0.0124287839

110

HA80

0.0201539770

0.0214451764

0.0214451764

0.0214451764

0.0201539770

0.0214666079

0.0214451764

0.0227280864

0.0201646401

111

HA78

0.0111347280

0.0123904145

0.0123904145

0.0123904145

0.0111347280

0.0124029456

0.0123904145

0.0136424794

0.0111407146

112

HA81

0.0098880612

0.0111407146

0.0111407146

0.0111407146

0.0098880612

0.0111519825

0.0111407146

0.0123904145

0.0098933808

113

HA79

0.0111407146

0.0123970683

0.0123970683

0.0123970683

0.0111407146

0.0124095993

0.0123970683

0.0136498009

0.0111467011

114

HA77

0.0136424794

0.0149048979

0.0149048979

0.0149048979

0.0136424794

0.0149199619

0.0149048979

0.0161623579

0.0136498009
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91

92

93

94

95

96

97

98

99

101

HA111

0.0086035562

0.0061398253

0.0098474002

0.0036710726

0.0024450188

0.0012213277

0.0024450188

0.0036787913

0.0036825270

102

HA112

0.0098574074

0.0073863626

0.0111062051

0.0049071304

0.0036767998

0.0024488341

0.0036767998

0.0049174284

0.0049224138

103

HA106

0.0136351577

0.0111459960

0.0148969082

0.0086391079

0.0073978415

0.0061589432

0.0073978415

0.0086571624

0.0086659105

104

HA107

0.0098420803

0.0073748836

0.0110889500

0.0048994886

0.0036710726

0.0024450188

0.0036710726

0.0049097867

0.0049147721

105

HA105

0.0073673917

0.0073748836

0.0110889500

0.0048994886

0.0036710726

0.0024450188

0.0036710726

0.0049097867

0.0049147721

106

HA104

0.0098420803

0.0073748836

0.0110889500

0.0048994886

0.0036710726

0.0024450188

0.0036710726

0.0049097867

0.0049147721

107

HA102

0.0110769760

0.0086076513

0.0098420803

0.0061269446

0.0048968323

0.0036690811

0.0048968323

0.0061398253

0.0061460628

108

HA103

0.0085989028

0.0086076513

0.0098420803

0.0061269446

0.0048968323

0.0036690811

0.0048968323

0.0061398253

0.0061460628

109

HA76

0.0149350259

0.0111519825

0.0124221303

0.0187221223

0.0174573914

0.0161950255

0.0174573914

0.0187609930

0.0187798721

110

HA80

0.0227160838

0.0188476133

0.0201539770

0.0265770269

0.0252876771

0.0240006955

0.0252876771

0.0266316199

0.0266581846

111

HA78

0.0136351577

0.0098727344

0.0111347280

0.0174035255

0.0161450414

0.0148889184

0.0161450414

0.0174397857

0.0174573914

112

HA81

0.0123837606

0.0086303596

0.0098880612

0.0161450414

0.0148889184

0.0136351577

0.0148889184

0.0161786918

0.0161950255

113

HA79

0.0136424794

0.0098780542

0.0111407146

0.0174128527

0.0161536997

0.0148969082

0.0161536997

0.0174491124

0.0174667180

114

HA77

0.0136424794

0.0123712293

0.0136424794

0.0199382379

0.0186743659

0.0174128527

0.0186743659

0.0199797258

0.0199998819
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100 101 102 103 104 105 106 107 108
101|HA111)|0.0024450188 —
102|HA112)0.0036767998|0.0012225707 -
103[HA106]0.0073978415(0.0074018286)|0.0086571624 —
104[HA107]0.0036710726{0.0036730641|0.0049097867|0.0036862627 —
105[HA105]0.0036710726{0.0036730641|0.0049097867|0.0061556218|0.0024436916 —
106{HA104]0.0036710726(0.0036730641|0.0049097867|0.0086437611|0.0049021449|0.0049021449 —
107|HA102)0.0048968323|0.0048994886|0.0061398253|0.0098827415|0.0061302662|0.0061302662|0.0061302662 -
108|HA103)0.0048968323|0.0048994886|0.0061398253|0.0098827415|0.0061302662|0.0036710726|0.0061302662|0.0024436916 —
109|HA76 0.0174573914|0.0174667180(0.0187609930(0.0226466517(0.0187321180{0.0187321180|0.0187321180|0.0174573914|0.0174573914
110|HA80 )0.0252876771|0.0253010204|0.0266316199|0.0306146850(0.0265910410{0.0265910410|0.0265910410|0.0252876771|0.0252876771
111{HA78 ]0.0161450414(0.0161536997)|0.0174397857|0.0213027772|0.0174128527|0.0174128527]|0.0174128527{0.0161450414|0.0161450414
112[HA81 ]0.0148889184(0.0148969082|0.0161786918|0.0200307026|0.0161536997|0.0161536997]|0.0161536997(0.0148889184|0.0148889184
113[HA79 ]0.0161536997(0.0161623579|0.0174491124|0.0213141117(0.0174221798|0.0174221798|0.0174221798|0.0161536997|0.0161536997
114[HA77 ]0.0186743659(0.0186843622|0.0199797258|0.0238666901|0.0199489038|0.0174221798|0.0199489038]0.0161536997|0.0161536997
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109

110

111

112

113

114

101

HA111

102

HA112

103

HA106

104

HA107

105

HA105

106

HA104

107

HA102

108

HA103

109

HA76

110

HA80

0.0099133946

111

HA78

0.0061460628

0.0111977582

112

HA81

0.0049121159

0.0099440469

0.0012206644

113

HA79

0.0061493843

0.0112037443

0.0024450188

0.0012213277

114

HA77

0.0086257064

0.0162450074

0.0073634045

0.0061302662

0.0073673917
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